
logo MNTEKTGFKRYS I LASGSSTGNCSFYLETPKQKKRI
LL IDAGLSGKKI STQSLLMASE IDRKPVDEDLVDAI LVTHEHKDHIHGVGVLARKYGHLDI

VYANAQ
NTDB id 66567 SCSC RS05315 WP 006270665.1 MNEKGFKYSILASGSTGNCFYLETPKKKLLIDAGLSGKKITSLLSEIDRKPEDLDAILVTHEHKDHIHGVGVLARKYHLDIYANQ 85
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLDVYANA 85
consensus ! ! !!*!!!!!!!!*!!*!!!!!! !**!!!!!!!!!!!* !* !!!!!**!*!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!

logo

A
DTWNQAMDEGTAMI

LGKIDVSQKHI FDELMGKTI
KTFGDIDI ESFGVSHDAAVAQPQFYRLMKDDGKSFVI

LLTDTGYVSDRMADGI
L I ENADGYL I ES

NTDB id 66567 SCSC RS05315 WP 006270665.1 DTWNAMETALGKIDVSQKHIFEMGKTKTFGDIDIESFGVSHDAVAPQFYRLMKDDKSFVLLTDTGYVSDRMAGIIENADGYLIES 170
NTDB id 383 SMU RS06875 WP 002262928.1 ATWQAMDGMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLIENADGYLIES 170
consensus !!*!!* *!!!!!!!!!!!**!!! !!!!!!!!!!!!!!!! !!!!!!!!! !!!!*!!!!!!!!!!!! *!!!!!!!!!!!

logo NHDI E I
TLRSGI

TYPWSLKQR I LSDKQGHLSNDDGAETMI
VRATLGI

N
K
RTKKIYLGHLSKENNTVKELAHI

MTMKVNAQLAMQADLAVDEHDFHKIYD
NTDB id 66567 SCSC RS05315 WP 006270665.1 NHDIETLRSGTYPWSLKQRILSDQGHLSNDDGAETMIRALGIRTKKIYLGHLSKENNTKELAHITMVNQLAQADLAVEHDFHIYD 255
NTDB id 383 SMU RS06875 WP 002262928.1 NHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNALMQADLAVDHDFKIYD 255
consensus !!!!! !!!! !!!!!!!!!!!! !!!!!!!!!!!!*! !! *!!!!!!!!!!!!!! !!!!!*!! ! ! !!!!!!*!!!*!!!

logo TSPDTALTPLATDKI
NTDB id 66567 SCSC RS05315 WP 006270665.1 TSPDTATPLTDI 267
NTDB id 383 SMU RS06875 WP 002262928.1 TSPDTALPLAKI 267
consensus !!!!!! !! !

X non conserved

X similar

X ≥ 50% conserved


