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NTDB id 598 KW2 RS08500 WP 021037660.1 MRTAIDENNKIINLLELDRKELTGKFYCPSCHSELLIKNGQIKVLHFAHKSLKSCNLWLENESEQHLGLKKILYQWFKRT.DKVE 84
NTDB id 66556 SCSC RS02860 WP 006270162.1 MLIACQENGNLLNAVE.DTVNPLDKFLCPACLEAVRFKKGRVMRPHFAHISLKDCHFYTENESAEHLNLKAALFTWARKSNHAVQ 84
NTDB id 155 SP RS04850 WP 000495909.1 MFVARDARGELVNVLE.DKLE.KQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE.TKVQ 82
NTDB id 265 KZH43 RS04315 WP 000495911.1 MFVARDARGELVNVLE.DKLE.KQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE.TKVQ 82
NTDB id 224 SPD RS04655 WP 000495911.1 MFVARDARGELVNVLE.DKLE.KQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE.TKVQ 82
NTDB id 190 SPR RS04415 WP 000495911.1 MFVARDARGELVNVLE.DKLE.KQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE.TKVQ 82
NTDB id 495 SM12261 RS04415 WP 000495920.1 MFVARDSRGELVNVLE.DKLE.KQAYTCPACGGQLRLRQGPSVRIHFAHKTLKDCDFSSENESPEHLENKEVLYHWLKKE.AEVQ 82
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NTDB id 598 KW2 RS08500 WP 021037660.1 QRKKLRLKSLIHEDLRGRIICLQEEIPFGKGRLIAHLRLPYLAQKLVKIPTFKDSKLSSFIRQQLYYQSPKWMKIQEKYYQKGEN 254
NTDB id 66556 SCSC RS02860 WP 006270162.1 KKQKIRLKYLIHEDLHGRAQYKVQSFPFGQGSLLTVLRTPFQRQEMTSFLAKEDKNICRYVRQQLYYQQPKWMKLQAELYQAGDN 254
NTDB id 155 SP RS04850 WP 000495909.1 EKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKRQKISHFTVSEDKDICRYIRQQLYYQNLFWMKEQAEAYQKGEN 252
NTDB id 265 KZH43 RS04315 WP 000495911.1 GKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYIRQQLYYQNLFWMKEQAEAYQKGEN 252
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NTDB id 598 KW2 RS08500 WP 021037660.1 LLTKKFEGPYIAPLGLNLLENFTDEMTITTFTQIDQNVKLYYENFLINFQR...NSLEMLYPPRSYAIMGKQKKEK 327
NTDB id 66556 SCSC RS02860 WP 006270162.1 LLTKTASDFYPQ..........VQPVRASSFCQIFQDLTPYYQQFSAYYEKEKNKNFQILYPPAFYTRILSVFMIE 320
NTDB id 155 SP RS04850 WP 000495909.1 ILTYGLKEWYPQ..........IRPIV.GKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFYQQYFLKNMVE 317
NTDB id 265 KZH43 RS04315 WP 000495911.1 ILTYGLKEWYPQ..........IRPIV.GKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFYQQYFLKNMVE 317
NTDB id 224 SPD RS04655 WP 000495911.1 ILTYGLKEWYPQ..........IRPIV.GKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFYQQYFLKNMVE 317
NTDB id 190 SPR RS04415 WP 000495911.1 ILTYGLKEWYPQ..........IRPIV.GKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFYQQYFLKNMVE 317
NTDB id 495 SM12261 RS04415 WP 000495920.1 LLTYGLKEWYPQ..........IRPLV.GNFCQIEQDLIRYYLYFQTYYQENPQNDWQMLYPPAFYQQYFLKNMVE 317
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