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MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTJLRPLDLIPILSQVFNRFRCRYCKVRYPVWYALFELFLGLLFLL
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRF®MCRYCKVRYPVWYALFELGLGLLFLL
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224
VTELLILIQFASANGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
JINTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAWCVIIFGKLLLYV 219
VITELLILIQFASATGILAFLLQKKKERLPFVPFLLLAJC IIFGKLLLV 219
VIELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
VITELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
VTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
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