
logo

MALS IGDRRLGAI LLDQGYLGDNDLQRALERHSEVGGRLADVL IDSGMVGEKR IARAI EEALGIPLVNLLAVQPDPAALRS IRPQ
NTDB id 1306 DR RS10060 WP 027479822.1 MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAALRSIRPQ 85
NTDB id 66493 APT55 RS12505 WP 017288852.1 ..................................................................................... 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ..................................................................................... 0
consensus

logo

TALNLQAFPFALEGDRLRVALVDPLSSFS I ETLEDDSGFDI EPYQALREEVMWAIATHYPELGLE IVVPSGASDAGRTGGKLGER
NTDB id 1306 DR RS10060 WP 027479822.1 TALNLQAFPFALEGDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGASDAGRTGGKLGER 170
NTDB id 66493 APT55 RS12505 WP 017288852.1 ..................................................................................... 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ..................................................................................... 0
consensus

logo

L ITHGYITDAQLQVALDAQQQTGEALGATL I SQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSMLRADALRLLAVPVDE
NTDB id 1306 DR RS10060 WP 027479822.1 LITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSMLRADALRLLAVPVDE 255
NTDB id 66493 APT55 RS12505 WP 017288852.1 ..................................................................................... 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ..................................................................................... 0
consensus

logo

TEQGVTVLTSDPRKRPDIDAL IGRPVQLML
T
M
S
T

R
S
T

N
P
S

R
S
D
S
I
K
S

E
K
Q

S
R
L
R
I
A
E
L
V

A
Q
V

F
L
V

Q
R
Y

P
N
N
Q
Y

R
F
G
S
R
P
L
FGENQKL IVAQEGSGHTYLVDNSANRDEQMLQREQAL IQVEQVCQVAKRRKESTGKRPSVKLTPLGAEEVI

L
NTDB id 1306 DR RS10060 WP 027479822.1 TEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQLREALQVQAREGKVKPLGEVI 340
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NTDB id 1306 DR RS10060 WP 027479822.1 TELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARS.......LAAQLGYEFLDPIQNPPD.....PKVALMIPEATA 413
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NTDB id 1306 DR RS10060 WP 027479822.1 GAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIE 635
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NTDB id 1410 SGL RS13950 WP 010873519.1 KITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVDFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAA 365
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NTDB id 1306 DR RS10060 WP 027479822.1 RPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQE 720
NTDB id 66493 APT55 RS12505 WP 017288852.1 RPFGLMLVTGPTGSGKTTTLYSALAERNEPGVNISTAEDPIEYSLPGITQVQVIREKGMDFAAILRAFLRQDPDVILVGETRDKE 443
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NTDB id 1306 DR RS10060 WP 027479822.1 TAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGISERDIRGA 805
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NTDB id 1306 DR RS10060 WP 027479822.1 ...............NLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGL 875
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