
logo MEDQAHAFPQANLKVMVIDDSKRTIRRTAETI
LLKQNRAEGCEVITAVDGFDEALASKR IAVDEAHHNPDRI IVFVDIMMPRLDGYQTCAL IVKNNSQRANFYKQNS ITPVI

NTDB id 66442 PSCI RS10195 WP 045485956.1 MEQHAPALKVMVIDDSRTIRRTAETILKNAGCEVITAVDGFDALARIVDHHPRIIFVDIMMPRLDGYQTCALVKNNRAFKSTPVI 85
NTDB id 1047 H0N27 RS03110 WP 000389061.1 MEDAFQNLKVMVIDDSKTIRRTAETLLQREGCEVITAVDGFEALSKIAEANPDIVFVDIMMPRLDGYQTCALIKNSQNYQNIPVI 85
consensus !! * * !!!!!!!!!*!!!!!!!!*! !!!!!!!!!!!*!! *! ***! !*!!!!!!!!!!!!!!!!!*!! * !!!

logo MLSSKRDGLFDKQAKGR I
VVGSDEQFYLTKPFSKPDEELLNSAIKRANHVPSGSFVAVEQHVP

NTDB id 66442 PSCI RS10195 WP 045485956.1 MLSSRDGLFDKAKGRIVGSDQFLTKPFSPEELLSAIKAHVPGFVAVEQHVP 136
NTDB id 1047 H0N27 RS03110 WP 000389061.1 MLSSKDGLFDQAKGRVVGSDEYLTKPFSKDELLNAIRNHVSS......... 127
consensus !!!!*!!!!! !!!!*!!!! *!!!!!!**!!! !!* !!* *********

X non conserved

X similar

X ≥ 50% conserved


