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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 66435 PSCI RS05880 WP 045484060.1 .MARGVNKVILVGTCGQDPEVRYLPNGNAVTNLSLATSEQWTDKQSGQKVERTEWHRVSLFGKVAEIAGEYLRKGSQVYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQEAYQRP...AQQSRQPASD....... 142
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQEAYQRP...AQQSRQPAPD....... 142
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSG.GDFGGNQG.......SGWNQAPAQTNYNQGGYSDNYAQN 146
NTDB id 66435 PSCI RS05880 WP 045484060.1 EGKLQTREWEKD.GIKRYTTEIVV.DMQGTMQLLGGRPQQ.GDNQGGGNYGQSRPQQSRPAPAPQQSYDQSPQHQSYDQS 156
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQ.GGMPAQGGMNVPAQQGSWGQ..PQ...QPAKQHQPMQQS 154
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NTDB id 1103 NMB RS07590 WP 002212976.1 ...APSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...APSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFN.GGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 66435 PSCI RS05880 WP 045484060.1 PQQSYSQPQRESRPAPKPAPQPAADFDSFDDDIPF 191
NTDB id 1166 A1552VC RS00795 WP 000168289.1 APQQYSQPQYNE............PPMDFDDDIPF 177
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