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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAP.VWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWE 84
NTDB id 66427 PSCI RS00055 WP 045481136.1 MRTALVALALGLLTLRFLPALPP.GWLLLLMPVLALMLLPW........R....TYPVALWLLGFSWACFSAKNALDDRLLPRLD 72
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLAL.APVGLLLLPF........R....WRPLAFFLFGLVWACLNAQWALDDRLPVDLD 72
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NTDB id 1426 RS RS05575 WP 011001070.1 GKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRP 169
NTDB id 66427 PSCI RS00055 WP 045481136.1 GGTLWLEARVVGLPSANDGVTRFELDQPQS.RRARLPQRIRVSWYGG....................PPVASGERWRLAVKLRRP 136
NTDB id 1199 PSJM300 12650 AFN78592.1 GRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYGG....................PEIRSGERWRLAARLKRP 136
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NTDB id 1426 RS RS05575 WP 011001070.1 HSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGI 254
NTDB id 66427 PSCI RS00055 WP 045481136.1 DGLVNPGAFDYQAWLLAQRIGATGTVLDGQRLAPA..............RAAWRDAIRQRLLAVDAHG.REGALAALVLGDGSGL 206
NTDB id 1199 PSJM300 12650 AFN78592.1 SGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHG.RAGAIAALVVGDGSGL 208
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NTDB id 1426 RS RS05575 WP 011001070.1 AQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQ 339
NTDB id 66427 PSCI RS00055 WP 045481136.1 SRDDWQILQETGTVHLLVISGQHVGLLAGAVYLLIAALARRGL.........WPAALPWLPWACGLAFVAALGYGLLAGFEVPVR 282
NTDB id 1199 PSJM300 12650 AFN78592.1 STADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGI.........WPQRLPWLPWACGLAFAGALGYGWLAGFEVPVR 284
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NTDB id 1426 RS RS05575 WP 011001070.1 RTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRG 424
NTDB id 66427 PSCI RS00055 WP 045481136.1 RACVMVGMVLLWRLRFRHLGLLWPLLVSLNLVLIFEPLASLQAGFWLSFAAVAVLILVFA.......GRLGRWR.......WWQA 353
NTDB id 1199 PSJM300 12650 AFN78592.1 RACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR.......GRLGVPS.......WWRA 355
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NTDB id 1426 RS RS05575 WP 011001070.1 AARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEPWSQPVLIWAEASFAWLMPWLDALALPGGS 508
NTDB id 66427 PSCI RS00055 WP 045481136.1 WSRAQWLIAIGLLPFLIVLELPVSLSAPLANLLAVPWVSLVVLPLALLGTLLLPVPWLGASLLWLAGGSMQLLFVALCWVAAWLP 438
NTDB id 1199 PSJM300 12650 AFN78592.1 LLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQP 440
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NTDB id 1426 RS RS05575 WP 011001070.1 VWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGP 593
NTDB id 66427 PSCI RS00055 WP 045481136.1 AWLPEALPLWVWLLCLLGAVLLLLPAGVP...LRPLGWPLLLLCVFVPRQPIAPGQAEVLQLDVGQGLAILIRTRHHNLLYDAGP 520
NTDB id 1199 PSJM300 12650 AFN78592.1 AWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGP 522
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NTDB id 1426 RS RS05575 WP 011001070.1 RQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAW 678
NTDB id 66427 PSCI RS00055 WP 045481136.1 ASGEF.DLGERVVVPVLRKAGVRRLDTLVISHAHADHAGGALAVQRSVPVERVLGGEPEA.......MHASLQAQPCRTGERWEW 597
NTDB id 1199 PSJM300 12650 AFN78592.1 RYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTW 599
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NTDB id 1426 RS RS05575 WP 011001070.1 DGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAV 763
NTDB id 66427 PSCI RS00055 WP 045481136.1 DGVRFETWRWD......KAYNSNEASCVLMIDASGERLLLTGDIEAGAEWAIRQAD..FDLRARWFQAPHHGSRTSSSAPLLRRV 674
NTDB id 1199 PSJM300 12650 AFN78592.1 NQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAV 676
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NTDB id 1426 RS RS05575 WP 011001070.1 SAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 66427 PSCI RS00055 WP 045481136.1 MPEGVLISRGRNNSFGHPHPIVVARYRALGIDIHDSAGQGAISWRLG..AFEQPRGERENRRFWRD.................. 738
NTDB id 1199 PSJM300 12650 AFN78592.1 AADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLG..AFGGARRMRDEPRFWREK................. 741
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