
logo MWELVKASGGWI
MMLP I I LCSS IAVAALGI IV I

VERLWTLRAPSR I
VTPPHLLGQVWKQWIKQDEKNKQLDSGNEQKLKEQLRADSPLGE I LAAGLANSKRHRGR

NTDB id 66426 PSCI RS00050 WP 045481131.1 MWELVKSGGWMMLPIILSSIVAAGIVIERLWTLRASRITPPHLLGQVWQWIQENKLDGEKLKQLRADSPLGEILAAGLANSRHGR 85
NTDB id 1200 PSJM300 12655 AFN78593.1 MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGEILAAGLANSKRGR 85
consensus !!!!!! !!!*!!!!!!*!! ! !!**!!!!!!!*!!*!!!!!!!!!! !! * ! !!! !!!!!!!!!!!!!!!!!!**!!

logo E IMKECS I EEAAARVI
VHDELERYLANALGSTI

VAAGI
MAPLLGLLGTVLGMIDE I FASASFMNGSASGMNTAGNAPVLVLAGGI SKAL ICTTAASGLMVAGIPAI

L

NTDB id 66426 PSCI RS00050 WP 045481131.1 EIMKESIEEAAARVIHELERYLAALGSVAAMAPLLGLLGTVLGMIDIFASFNSAGNTGNAVVLAGGISKALICTASGLMVAIPAI 170
NTDB id 1200 PSJM300 12655 AFN78593.1 EIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGM.ANAPLLAGGISKALITTAAGLMVGIPAL 169
consensus !!!!!*!!!!!!!!*!*!!!!! !!!**!**!!!!!!!!!!!!!!*!! ! ! **!!**!!!!!!!!!!*!! !!!!*!!!*

logo FFHRFYLLQRSRVDELVVGMEQEQAIKRLVEVVQGDRDEVDLGVDEAGKPAVDLKSLARTGGKRK
NTDB id 66426 PSCI RS00050 WP 045481131.1 FFHRYLQSRVDELVVGMEQQAIRLVEVVQGDREVDLVDAPVDLKSLARTGGKRK 224
NTDB id 1200 PSJM300 12655 AFN78593.1 FFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA............. 210
consensus !!!!*! !!!!!!!!!!! !!*!!!!!!!!!*!!! *** *************

X non conserved

X similar

X ≥ 50% conserved


