
logo

MPQPCTNTRSC
MPCVPQLSTACHQYNAMVTVSPQSTI

L
L
S
I
LF ISTLAHSQSAQENKWHQDNEQATHCYLPADLSVWI

LAMVLTSNHQWLRWRQNKI
T
I
M
T

A
H
R

P
R
S

V
L
T
L
P
S
T

A
P
S

E
L
QCGHLCRFLPAI

L
A
D
P

H
P
T

NTDB id 1398 DSB67 RS00645 WP 029388870.1 .....................................................MLSHQWQNIMHRVLSSQCGLCRFPIPH 27
NTDB id 66418 JCM16456 RS14455 WP 331710504.1 ..........MPVQLSAH.......SQTLLLFSTLASQQEKHNQTHCLALVIAMVSNWRQKTIRSLTPALCHLCRLALAP 63
NTDB id 1154 A1552VC RS20525 WP 001884047.1 MPQPCTNTRSCPCPLTCQYNAMVTVSPSISIFI...HSANWQDEAHYPDSWLAMLTHWLRKTTAPLLTPECHLCRLALDT 77
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NTDB id 1398 DSB67 RS00645 WP 029388870.1 RQTPNLMRWCDSCFDHLTPIERCMRCGLKMTEEESQAATECGECLKEPPPWRRLYTLGDYDFPLSQQVQRFKDHGEVWHV 107
NTDB id 66418 JCM16456 RS14455 WP 331710504.1 T...DQHYFCHACLAQFPLMPRCKTCGLITTK....PVDMCGRCLKKPPIWHSLTCIGDYHYPLSQLTHQFKYQRAFWLA 136
NTDB id 1154 A1552VC RS20525 WP 001884047.1 N...SPFGVCSACQAWLEHGYRCARCGLPTLT....PVDQCGQCLGQPPPWRKLMCVGDYRFPLSDAVHQLKYQRQFWQA 150
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NTDB id 1398 DSB67 RS00645 WP 029388870.1 GALTQLLAERVEQPAPVITSVPVHWQRLLKRGFNQSHILAKHLAHHLDVRYENKVFKRVKNVQSQRGNKKASREQNLQGA 187
NTDB id 66418 JCM16456 RS14455 WP 331710504.1 PPLVQLLAEHIVEPAPVIAAVPLHWRRYLWRGFNQSDLLAQQLSQKIGCEYWPSLFHRIRATPHQQGLSRRQRLTNLQGV 216
NTDB id 1154 A1552VC RS20525 WP 001884047.1 PRLAKLLATQINEPAPLLCSVPLHWRRRWQRGFNQSDLLARELANMLNVEYDHQLFARRRATPHQQGLSKAQRIHNLRDA 230
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NTDB id 1398 DSB67 RS00645 WP 029388870.1 FALRGEV.DFSHVAIVDDVVTTGSTVRQLCHLLLEVGVESIDIYCICRTPAPGSL.. 241
NTDB id 66418 JCM16456 RS14455 WP 331710504.1 FNLTSLPYPVDHIAIIDDVVTTGSTVKQLCRLLLDVGVQRVDIYCLCRTPEPSDS.. 271
NTDB id 1154 A1552VC RS20525 WP 001884047.1 FVLNHPP.NQPHVAIVDDVVTTGSTIRHLCDLLLDVGVQSIDIYCICRTPEPKDSHG 286
consensus ! ! * !*!!*!!!!!!!!!***!! !!!*!!!***!!!!*!!!!*! **

X non conserved

X similar

X ≥ 50% conserved


