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NTDB id 66415 JCM16456 RS14035 WP 068715377.1 QGLKELQAFIQSLDVPMKQVLIEARIVTMSQGNLDELGVRWGIFQSNQTNLA....G...............SLEG.LQG 233
NTDB id 1186 GTF74 RS01320 WP 000788426.1 DNIAVIREIIESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGSHSV....GGSIESNLWQKGLLAD........ 369
NTDB id 1175 A1552VC RS12105 WP 000788426.1 DNIAVIREIIESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGSHSV....GGSIESNLWQKGLLAD........ 369
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ENIEVIREIIESLDIPVKQVQIEARIVTINEGNMDELGVRWGFTSINGSHTV....GGSIENNLATIGLYDGGGEG.DDG 377
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNWSG....YGK.DGN.IGIKDEDGMNCGPIAG 504
NTDB id 1009 ACIAD RS15175 WP 004923730.1 QKIDQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGS.ETTLWNLRNPD...SN.... 500
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGS.ETTLWNLREPK...KDETTG 512
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGS.ETTLWNLREPK...KDETTG 512
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NTDB id 1115 OK783 RS00485 WP 003698035.1 GDKWEA.....QTKINLPVAA......AANSIS..LVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGY 583
NTDB id 1381 A4U84 RS02010 WP 021113424.1 NGLTT.......NNLNVNF.....PVNPSASVALQIAAI.NSRVLDLELTALESENNIEIIASPRLLTTDKKTASIKQGT 282
NTDB id 1347 HI 0435 AAC22094.1 NSFENI.....ADNLNVNFAT...TTTPAGSIALQVAKI.NGRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGT 298
NTDB id 1373 NTHI RS02645 WP 011272046.1 NSFENI.....ADNLNVNFAT...TTTPAGSIALQVAKI.NGRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGT 298
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ANVVPL.....ERRLNLDLAAAPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGE 554
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ANVVPL.....ERRLNLDLAAVPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGE 554
NTDB id 66415 JCM16456 RS14035 WP 068715377.1 ADSEDI.....MGQLNVHLPS...ASARASSIAFQVAKLGADTLLDLELSALQSESKAEIISSPRLVTTNKKPAYIEQGT 305
NTDB id 1186 GTF74 RS01320 WP 000788426.1 .DEFPV.....DEFLNVNLAS...TSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGT 440
NTDB id 1175 A1552VC RS12105 WP 000788426.1 .DEFPV.....DEFLNVNLAS...TSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGT 440
NTDB id 1408 DSB67 RS13980 WP 010643500.1 GSSVGI.....DDFLNVNLAA...TSPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGT 449
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SCTFPTTGTSKSPSPFVDLGA...KDA.TSGIGIGFI.T.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGS 578
NTDB id 1009 ACIAD RS15175 WP 004923730.1 .GTYTI...ERPDNLNVDLGV...TTTGASSIAFGLISL.SDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGV 572
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GYKYTI...ERPDNLNVDLGV...SNP.AGSIAFGLISM.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQ 584
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GYKYTI...ERPDNLNVDLGV...SNP.AGSIAFGLISM.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQ 584
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NTDB id 1115 OK783 RS00485 WP 003698035.1 EIPFTVTTASGGGNSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQ..CASGNNTILCISTKSLNTQAMVENGG 661
NTDB id 1381 A4U84 RS02010 WP 021113424.1 EIPYAMYSK..KEEITDIEFREAVLGLEVTPHISKQNQILLDLAISQNSPNNQ.IN...NTMVTIDKQEIKTQVLAKHGE 356
NTDB id 1347 HI 0435 AAC22094.1 EIPYIVSNT..RNDTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSR.VAYGQNEVVSIDKQEINTQVFAKDGE 375
NTDB id 1373 NTHI RS02645 WP 011272046.1 EIPYIVSNT..RNDTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSR.VAYGQNEVVSIDKQEINTQVFAKDGE 375
NTDB id 1284 ACE17W RS12370 WP 010946666.1 EIPYQEATSSGA...TAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQ.TFLGVP...AIITKEIQTNVLVNNGQ 627
NTDB id 1257 GCO85 RS04855 WP 163621000.1 EIPYQEATSSGA...TAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQ.TFLGVP...AIITKEIQTNVLVNNGQ 627
NTDB id 66415 JCM16456 RS14035 WP 068715377.1 EIPYLEAASSGA...TSVTFRKAVLSLKVTPQITPDNRLILDLNVTQDRPGNA.VSSGTGDAVTIQTQRIGTQVLVNNGE 381
NTDB id 1186 GTF74 RS01320 WP 000788426.1 EIPYLESSSSGA...STVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGET.VKTGTGEAVSIDTQRIGTQVLVNNGE 516
NTDB id 1175 A1552VC RS12105 WP 000788426.1 EIPYLESSSSGA...STVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGET.VKTGTGEAVSIDTQRIGTQVLVNNGE 516
NTDB id 1408 DSB67 RS13980 WP 010643500.1 EIPYLESSSSGA...TSVTFKKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQV.VKTGTGEAVAIDTQRIGTQVLVNNGE 525
NTDB id 1193 PAKAF RS26665 WP 003161249.1 EVPYQEASSSGA...TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVP...PINKNEVNAKILVNDGE 652
NTDB id 1009 ACIAD RS15175 WP 004923730.1 EVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEA...ILNKNTINTNVLVNNGE 648
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGEL...ILNKNNINTNVLVDNGE 660
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGEL...ILNKNNINTNVLVDNGE 660
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NTDB id 1115 OK783 RS00485 WP 003698035.1 TLIVGGIYEENNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIIDTAGNSLRY......... 723
NTDB id 1381 A4U84 RS02010 WP 021113424.1 TIVLGGIFQHLIAKGEDKVPLLGSIPVIKRLFSQSQDKISKRELVIFVTPYIVKSEKIG.AEKQK...... 420
NTDB id 1347 HI 0435 AAC22094.1 TIVLGGVFHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSEGKK. 445
NTDB id 1373 NTHI RS02645 WP 011272046.1 TIVLGGVFHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSAGKK. 445
NTDB id 1284 ACE17W RS12370 WP 010946666.1 TIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 TIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 66415 JCM16456 RS14035 WP 068715377.1 TVVLGGIYQYSTIHHVDKVPLLGDLPWIGSLFRRTYQQSGKNELLIFVTPKVFIQ................ 436
NTDB id 1186 GTF74 RS01320 WP 000788426.1 TVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 TVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 TVVLGGIFQHSITNSVDKVPLLGDLPLLGALFRRSYENVGKSELLIFVTPKVVIQ................ 580
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
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