
logo MKSLQREDDEQFLDEQEKQLESTLPSKSVENQSDGLAQSAPKKNKRKFMTNLVDEKFLFQQFNMTLDMS
NNYGSWP I

LSVKVITCWVI FLI FFALVLCAI
LGYF ILVAVIQRPQKLQDDAIQDNQTARQTAVQEKQSNLL

NTDB id 1012 ACIAD RS15185 WP 004923719.1 MKLDQLDK.TPKESGQPKKKRMNVEKFFQQFNMLDMSNYGSWPLSVKITCWIFIFFLVCALGYFVVIRPQLDDIQTAQAQEKNLL 84
NTDB id 66382 AS4 RS20015 WP 096735284.1 MSREDFEQLESSVNDAPKKNKMTVEKFFQQFNTLDMNNYGSWPLSVKVTCWVFLFFLVCAIGYFLAIRPKLDAIDQARTVEQNLL 85
NTDB id 1056 ABD1 RS15860 WP 000076101.1 MSQDELQELSL.EQLSAKKKKFNLDKFLQQFNTLDMNNYGSWPISVKITCWIFIFFAVLALGYFIVIQPKLQAIDNAQAQESNLL 84
consensus !* **** ** ** *!!******!!*!!!!*!!!*!!!!!!*!!!*!!!*!*!!*!*!*!!!**!*!*!**!**!***! !!!

logo NEFKREKQDSKLRNLQQYQAHVQLEQQEMEQRASNFNQQLTEQLPKESTE IPGSLVEDINLMVTGVSNSGLKFKNIKRLEDNPEVKQE I
FF I EQP IAS IDEATGDY

NTDB id 1012 ACIAD RS15185 WP 004923719.1 NEFREKQSKLRNLQQYQHQLEEMRASFNQQLTQLPKESEIPGLVEDINMTGVNSGLKFKNIRLENEVKQEFFIEQPISIEATGDY 169
NTDB id 66382 AS4 RS20015 WP 096735284.1 NEFKEKDSKLRNLQQYQAQLQQMEANFNQQLEQLPKETEIPSLVEDINVTGVSSGLKFKNIKLEPEVKQEFFIEQPISIDATGDY 170
NTDB id 1056 ABD1 RS15860 WP 000076101.1 NEFREKDSKLRNLQQYQVQLQEMQANFNQQLEQLPKETEIPSLVEDINLTGVNSGLKFKNIRLEDEVKQEIFIEQPIAIEATGDY 169
consensus !!!*!!*!!!!!!!!!! !!**! !*!!!!!*!!!!!*!!!*!!!!!!*!!!*!!!!!!!!*!! !!!!!*!!!!!!*!*!!!!!

logo HSAFGSAFVSGSLIAALPR IVTMLHDFVTVIDETAGVKSTQPASQKDENKTSDVIPEVI
L
V

N
DYASTVIKAKTYRYVIGVATDDETQGKSEINANQKSTAGSAKANVAPQVANAQSTAKSSTTNTTPAQTVQGGKQTPKQ

NTDB id 1012 ACIAD RS15185 WP 004923719.1 HAFGAFVSGIAALPRIVTLHDFVIEAKQSK.EKTDIPEVDYAVKAKTYRYIGVDEQGNASA.VQANTSTTTPAQGGTP. 245
NTDB id 66382 AS4 RS20015 WP 096735284.1 HSFGSFVSSLAALPRIVTLHDFTITGTPSQDNKSDVPVIDYTIKAKTYRYIGADEQKINKSANAVAQKTTTPQQGGKPQ 249
NTDB id 1056 ABD1 RS15860 WP 000076101.1 HAFGAFVSSIAALPRIVTMHDFTVDVSPAKDNKSDIPVLNYSIKAKTYRYVGATDTSEQTGKAPAASASTNTTV..QPK 246
consensus !*!!*!!!**!!!!!!!!*!!!**********!*!*!***!**!!!!!!!*!**** *** *** *!** *** !

X non conserved
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X ≥ 50% conserved


