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NTDB id 1193 PAKAF RS26665 WP 003161249.1 ...............MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVAAPRGYTIEQPARIALDLPG 69
NTDB id 66380 AS4 RS20005 WP 096735282.1 MKKSLKNIFNGDGKFMNSQLRQFTMAAVSIAIMQVAAAQTTMTNIVPMKIPGQGTEIRVMFNGLPPQPQAYQLDNPSRLILDFDQ 85
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ...............MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPPQPQAYQLEQPARLILDFDK 70
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ...............MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDK 70
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ...............MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDK 70
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 VQNKLGTKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPK 154
NTDB id 66380 AS4 RS20005 WP 096735282.1 AKQTINQSSIAVASEEASTVDIAADDQRSRLTVNLKNSGSFTTRVEGNTFILKINNANQAAA............LPTYAASAS.. 156
NTDB id 1009 ACIAD RS15175 WP 004923730.1 AGQKLAKSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT............PV.....AT.. 136
NTDB id 1052 ABD1 RS15850 WP 001017033.1 AQQGLKQSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK............PL.....PV.. 136
NTDB id 1039 H0N27 RS01460 WP 031993779.1 AQQGLKQSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK............PL.....PV.. 136
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 PYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRTSIT 239
NTDB id 66380 AS4 RS20005 WP 096735282.1 ILNKQNQGIADIGFQRGNAGEGQVIVNLSGANTPVDVQQQGSKVVIRTLGNKIPAHLIRRLNVNDFATPVSSVDAYNDGSNGVIT 241
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SAPAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNGVIS 221
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVIT 220
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVIT 220
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 IEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQGNITLRLQN 324
NTDB id 66380 AS4 RS20005 WP 096735282.1 IQSSGSYEYMAFQAENKLTVSLKRPVENK.ANRPNVSQSYTGKKISLDFQDIEVRRVLQLLADFTSINMVAADSVQGNITLRLKD 325
NTDB id 1009 ACIAD RS15175 WP 004923730.1 IQSTGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQGNITLHLKD 305
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKD 304
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLFQSVTSDGGQEG.. 407
NTDB id 66380 AS4 RS20005 WP 096735282.1 VPWDQALDIILKTKNLDKRRNGSVIWIAPVTELIKAEEDEAKAIAQSVKLAPIQTEYIQLNYAKVAEVLKLLQDSRNPKGAQTNN 410
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLITQGRNSGTSNSN. 389
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHT 389
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHT 389
consensus !!!!!!!!**!!!!*!!!!**!*!***!!* !****!**!**!**!***!!!***!*!***!!!******!****** *



logo

T
SGGGTSTSTNGLSNANTTGVENDPTSDLSGDLNASNLVEGTSKLELGSGLPRGSTAI SVTALVQDPTDRTNSTI

L IAIYNQDPTQSAENQKNRSLIDEKQLIRRKI
M
V
I
S
D
Q
LLDVI SPQVRKQVMI

VEAR IVERANSTVTDGSYFDSTKSEMLG
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ........................KEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLG 468
NTDB id 66380 AS4 RS20005 WP 096735282.1 T...........N..NTDSLALESLLSLRGSAVADTRTNTLIINDTANNIDKIRKMIDLLDISVKQVMVEARIVRATTDFTKEMG 482
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMG 466
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELG 474
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELG 474
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 VRWGGAYHKGNWS....GYGKDGN.IGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGAKDA.TSGIGIGFI.TDNIILDLQ 546
NTDB id 66380 AS4 RS20005 WP 096735282.1 VKWGILSQGITKNNDLLVGGSDQTLWDLKTPD...SN.....GKYTI...TRPDNLNVDLGVTTAGASKIAFGLISMSDFMLDLE 556
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VKWGILSQGINQNSNLLVGGSETTLWNLRNPD...SN.....GTYTI...ERPDNLNVDLGVTTTGASSIAFGLISLSDFMLDLE 540
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLE 552
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLE 552
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 LSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQ 628
NTDB id 66380 AS4 RS20005 WP 096735282.1 LSALQADGYGEVISTPKVMTADKQKAKVASGQQIPYQSTQTAGGSAVATTEFKDALLSLDVTPSITPEGKVQMQLNVTSDSA..G 639
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSIN.S 624
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.G 636
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.G 636
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 NMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIG 713
NTDB id 66380 AS4 RS20005 WP 096735282.1 QIVNGNVAINKNEINTNVLVDDGETVVLGGIFEQETKNSQTKVPFLGDIPYLGRLFRKDVKSDNKRELLIFVTPRIVNDSRTRNH 724
NTDB id 1009 ACIAD RS15175 WP 004923730.1 YAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH 721
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