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NTDB id 66359 AS4 RS01770 WP 096732782.1 .MKLKGFTLIELLIVVAIIGILAAIAYPAYQDYIIKTNRVDAQSEMLQIARNISNYKMAKGTFKDAKLEN.GAFEEDYPSVGEAK 83
NTDB id 1007 ACIAD RS15000 WP 004923844.1 MRVRHGFTLIELMIVVAIIGILAAIAYPSYQNYKIRVNRSDVQSELIRVSQQLQSYKMVNHGYANA.SLAGLGNAASYPVTGTAF 84
NTDB id 1062 ABD1 RS15720 WP 000788345.1 ..MKNGFTLIEIMIVVAIIAILAAIATPSYLQYLRKGHRTAVQSEMMNIAQTLESQKMVNNRYPSNATIQSIYGSNVSPLQGKAL 83
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logo YKTVLAKNFLAETTVDLSKSNDDNLQSGTYWSVLNTAATP I SAGNSSTMQSQAGDNGDIVIGCLDNDQSDQGQKCFWASKAGTATADTCASTPLSSANSTTSNSTWTDEGKR
NTDB id 66359 AS4 RS01770 WP 096732782.1 YKVKLEVSKDNLTWSLNAAPIAGSQQAGNGDVGLDSQGQKCWSKGT.TCTPSATTNWDGK 142
NTDB id 1007 ACIAD RS15000 WP 004923844.1 YTLNLAVDSDNQGYVLTATPISSTMQAGNGIICLNQDGQKFWSKAATACSLSSNSTWDGR 144
NTDB id 1062 ABD1 RS15720 WP 000788345.1 YTLAFTTL.NDSTWVLTATPIANTSQAGDGIICLNDQGQKFWAKGATDCALSASSSWTE. 141
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