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NTDB id 1003 ACIAD RS15025 WP 004923832.1 ....MSKMRAQRGVGMVEVLVALLLLAIGVLGFTALQLRAVSASMEASNQVLALNLARDLTERMRANPQATQCKLYHTEGALAKD 81
NTDB id 66357 AS4 RS01745 WP 034617453.1 ....MKNKKNQLGVGLVEVLVALVLLAIGVLGFTALQLRAVDATSEALTRSQATLILRGLTESIRANPNGQSSYPAAVKGYIGVG 81
NTDB id 1067 ABD1 RS15745 WP 002194578.1 MLMHHYKQKAQAGVGLLEVLVALILLAIGVLGYVALQLRAMDASSEALSKSQAILVMRGLAENIRTNSTQASQYPTFVRSYSNYT 85
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NTDB id 1003 ACIAD RS15025 WP 004923832.1 TKAYTKASNCSGSVSTQATAQANSDLLFIYNQANTLGMAVIINTCPNATNAGNNLGRQCVYIAWDKTAQNFTNSD........TC 158
NTDB id 66357 AS4 RS01745 WP 034617453.1 EK.SP.KKKCFNATCTP.AEMADYDSYLAADAASRIGISITMTDCPGVGSTI...KRQCLFAAWDETASKLK......ASDYSAC 154
NTDB id 1067 ABD1 RS15745 WP 002194578.1 SD.TPAPTSCFNSLCTA.SQLAQFDAYQAARNANQLGMRITMSNCPGVTNTM.VQQRQCLFVFWGKTAPVITTNGTNTSVDVSSC 167
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NTDB id 1003 ACIAD RS15025 WP 004923832.1 YKSGGSSYERNTTCLFLEAY 178
NTDB id 66357 AS4 RS01745 WP 034617453.1 M.SSTGTYVFTAKCLMMEAY 173
NTDB id 1067 ABD1 RS15745 WP 002194578.1 M.SNNGVYVNNSTCLMMEAY 186
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