
logo MF
I LDFLFLFLPNRCLHKCNLR I I ESASDEL ILVCGWALCFKGSHQIHNFTHYNYDFYGSGKKNGNDPFVKYEQKQCVKVLKSFPVENKNAFYASL IMKQFYEKDKESLSQRDKI IHAELKYHKSMRE I

R
I
V

NTDB id 66295 CHSO RS21220 WP 045500611.1 MILDLLFPNRCLHCNRIIEADLLVCGLCFGQIHFTHYDYSKNNPVKEQCKLSFPVENAYALIQFEKDSLSRKIIHELKYKSREII 85
NTDB id 1333 RA0C RS05105 WP 004918078.1 MFLDFFLPNRCLKCNLIISSDEIVCWACKSHINFTYNDFGGKGDFYQKVVLKFPVNKAFSLMKYEKKELSQDIIHALKYHSMERV 85
consensus ! !! !!!!!*!! !! ! *!! ! *!*!!* !* * * ! !!! !* !* *!! !! !!! !!!*! ! *

logo GKI
VLAEHWTVI

SENRLMDFLRSDHQGKI
P
D
E
I
LLTVNS IVPLHPKKQRERGYNQLHLFYTEKATLSKQLYQYKR IPFYDSHQYL ILKRNFYYSKAPQALKDQKKLDHREQEKMTQVNI

TFS
NTDB id 66295 CHSO RS21220 WP 045500611.1 GKILAEWTIERLDFRDQKPELLVSVPLHPKKQRERGYNQLHLYTEALSKYYKIPFDHQLIKRNYYSKAQALKDKKHRQETVNTFS 170
NTDB id 1333 RA0C RS05105 WP 004918078.1 GKVLAHWVSENMDLSHQGIDILTNIPLHPKKQRERGYNQLHLFTKTLSQLQRIPYSHYLLKRNFYSKPQALKQKLDREKMQNIFS 170
consensus !!*!!*! ! *! *! ***! *!!!!!!!!!!!!!!!!!*! !! *!!* ! !*!!!*!!!*!!!! ! *! ! !!

logo VDTEKKP I ETEGKHI LL IDDVFYTTGNTTMVSKSAIAVWE I
LLKNAGGNDGNKQVSVLVLMAI

MDEV
NTDB id 66295 CHSO RS21220 WP 045500611.1 VTKPITEKHILLIDDVFTTGTTVSSIAWEILNAGDNKVSVLVMAMDV 217
NTDB id 1333 RA0C RS05105 WP 004918078.1 VDEKIEGKHILLIDDVYTTGNTMSKAVWELLKGNGNQVSVLVLAIDE 217
consensus ! *! !!!!!!!!!*!!! !*! !!*! * ! !!!!!*!*!

X non conserved

X similar

X ≥ 50% conserved


