
logo MRATGMLALAAGLLLSLRFLWPAQLPASFIGWLALAVLAPPVVAGLLMLLPFRTWRYAPLAFLFLFLGLTVWACLVNSAQWALDDRLPEVDPLDGQRTFRWLEGQRVTVGL
NTDB id 66265 PCAU RS08020 WP 096373427.1 MRTGMLALAAGLLSLRFWPALPAIGWLAVLPVVALMLLPFRTYALALFLLGLTWACVSAQWALDDRLPEPLDGQTRWLEGRVVGL 85
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRWRPLAFFLFGLVWACLNAQWALDDRLPVDLDGRTFWLEGQVTGL 85
consensus !! !!!!!!!!!! !!! ! !! !!! !**!*!*!!!!! *!! !! !! !!!* !!!!!!!!!! *!!! ! !!!! ! !!
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NTDB id 66265 PCAU RS08020 WP 096373427.1 PQQAEGVLRFELEGGRARRGRIPQRLRLAWYGGPPVHSGERWRLAVKLKRPAGLVNLQAFDHEAWLLAQRIGATGTVKDGQLLV. 169
NTDB id 1199 PSJM300 12650 AFN78592.1 PDRRGDVVRFELEDIHSRHAGLPSRIRLAWYGGPEIRSGERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAE 170
consensus ! !*!!!!! * !** *! !*!!!!!!!!***!!!!!!!! *!!!! !*!!* !!!*!!!!!! !!!!!!!*! ! * *
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NTDB id 66265 PCAU RS08020 WP 096373427.1 .AAEGGWRARIRQRLLQVDAHGRAGGLAALVLGDGSGLSREDWRVLQDTGTVHLMVISGQHISLLAAVMYALVAGLARYGLWPGR 253
NTDB id 1199 PSJM300 12650 AFN78592.1 AASSGAWRDRLRQRLLTVEAHGRAGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGIWPQR 255
consensus *! !*!! !*!!!!! !*!!!!!!**!!!!*!!!!!!! !!!!!!!!!!!!!!!!!!!!* *!!***!!*! !!!*!*!! !
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NTDB id 66265 PCAU RS08020 WP 096373427.1 WPWLPWACGLAFASALGYGLLAGFDVPVRRACVMVALVLIWRLRFRHLGAWWPFLLALNTVLLFEPLASLQPGFWLSFTAVAVLI 338
NTDB id 1199 PSJM300 12650 AFN78592.1 LPWLPWACGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLI 340
consensus !!!!!!!!!!!! !!!!! !!!!*!!!!!!!*!!!*!!*!!!!!!!!! ! ! !*!! !!* *!!!!!!!!!!!!! !!!*!!
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NTDB id 66265 PCAU RS08020 WP 096373427.1 LIFGGRLGGWRWWQSWTRIQWLIAIGLCPVLLALGLPISLSGPLANLLAEPWISLLVLPPALLGTLLLVVPYLGEGLLWLAGGLL 423
NTDB id 1199 PSJM300 12650 AFN78592.1 WIFRGRLGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLL 425
consensus !! !!!! * !! !! *!*!!*! *! !!!!*!!!!!!!!!!! !!!!*!!*!*!!!!* !! !!*!!!*!!!!!!!!!
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NTDB id 66265 PCAU RS08020 WP 096373427.1 DLLFRGLTLLAAQWPAWVAPAIPLWAWSISALGAFLLLLPAGVPLRPLGWPMLLLMVFPPKNTLPYGEAEVWQLDVGQGLAVLVR 508
NTDB id 1199 PSJM300 12650 AFN78592.1 AVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVPLRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVR 510
consensus *!! ! !*!* !!!*!*!*!!!!!!* !!! *!!!!!!!!!!*!! **! ***!*! ** ! !!!! !!!!!! !!!!
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NTDB id 66265 PCAU RS08020 WP 096373427.1 TREHAMLYDAGPRLGDSDLGARVVLPSLRKLGIARLDLMLLSHADADHAGGADAVQRGLPVARLVSGDPEGLPAYLPAEPCASGE 593
NTDB id 1199 PSJM300 12650 AFN78592.1 TRDHALLYDAGPRYGDFDIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERLPAALDARSCRTGQ 595
consensus !!*!!*!!!!!!! !! !*! !!! !!!! !!* !!!!!*!!!!! !!!!!! !*!!**!!* **!!*!! !!! !*! *! *!
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NTDB id 66265 PCAU RS08020 WP 096373427.1 QWQWDGVRFSLWQWTDAQNGNQKSCVMQVEAKGERLLLTGDIDALAERALLDTPLAVETHWLQAPHHGSRSSSSPALLKALAPSA 678
NTDB id 1199 PSJM300 12650 AFN78592.1 RWTWNQVNFSVWRWPQATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGGMEVNARWLLAPHHGSNSSSSAVFLAAVAADG 680
consensus ! ! ! !!*! !* ! !!!! !!!* !!! !!!!!!!!!!!! !!!!!*! ** ! *!! !!!!!! !!!!* ! !*!* *
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NTDB id 66265 PCAU RS08020 WP 096373427.1 VLISRGHSNGFGHPHPQVVERYRQQGTAIYDSAEQGALRLMLGTYTEPTSLRAQRRFWRKWPLSP 743
NTDB id 1199 PSJM300 12650 AFN78592.1 ALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAFGGARRMRDEPRFWREK.... 741
consensus !!!! **!*!!!!!! !* ! * ! **!*!!*!!! ! !! * * *! *!!!! ****
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