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NTDB id 1474 Cj1108 YP 002344501.1 ............................MTH................................HHKMFEFDQNKALMNLKTNLKA 427
NTDB id 378 SMU RS02690 WP 002263569.1 ENLKAQATRDEDYEKAAYFRDQIAKYKEMQS......AKLDKENTPVITEKNIEVIVEQKTNIPVGELKEKEQSQLIHLADDLKT 451
NTDB id 241 SP RS04015 WP 000882523.1 ENLKSQATREEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKS 450
NTDB id 281 KZH43 RS03550 WP 000882517.1 ENLKSQATREEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKS 450
NTDB id 245 SPD RS03860 WP 000882517.1 ENLKSQATREEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKS 450
NTDB id 243 SPR RS03635 WP 000882517.1 ENLKSQATREEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKS 450
NTDB id 85 BSU 00860 NP 387967.1 RKEKDAAVQSQEFEKAASLRDTEQRLREQVEDTKKSWKEKQGQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHS 508
NTDB id 610 V4T04 RS10165 WP 012897346.1 QEELSEAVIKLDIKASRTKEKAVEKIADKIYKF.....SVKEDKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKELHK 517
NTDB id 287 SP RS11210 WP 001109712.1 ...ADKALMDGKWKQAAQLIAKE.........E.....EVP.VYKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHK 512
NTDB id 290 KZH43 RS10025 WP 001109677.1 ...ADKALMDGKWKQAAQLIAKE.........E.....EVP.VYKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHK 512
NTDB id 289 SPD RS10700 WP 001109677.1 ...ADKALMDGKWKQAAQLIAKE.........E.....EVP.VYKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHK 512
NTDB id 329 STU RS10020 WP 011225298.1 ...LDEALISGDIGAAVKQYKAN.........Q.....KAKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHK 518
NTDB id 297 STER RS00545 WP 011680614.1 ...LDEALISGDIGAAVKQYKAN.........Q.....KAKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHK 518
NTDB id 66193 SRT RS09440 WP 128833887.1 ...LDHALINNDYQLAKRLLKKE.........K.....KPLLKKRVEVKEEDILATLSRLSGIPVSKLTQADSKKYLNLERELHK 515
NTDB id 377 SMU RS09275 WP 002262344.1 ...LDHALITNDYQLAKRLLKKE.........K.....KPLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHK 515
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NTDB id 1474 Cj1108 YP 002344501.1 KIFGQDEVIDSLVSSLKQSFAGFKNSNTPRGVFLFTGSSGVGKTELCKALAEFLG...LNLERFDMSEYAEKHAISKLIGSPAGY 509
NTDB id 378 SMU RS02690 WP 002263569.1 RVIGQDAAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKLVGAPPGY 536
NTDB id 241 SP RS04015 WP 000882523.1 HVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGY 535
NTDB id 281 KZH43 RS03550 WP 000882517.1 HVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGY 535
NTDB id 245 SPD RS03860 WP 000882517.1 HVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGY 535
NTDB id 243 SPR RS03635 WP 000882517.1 HVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGY 535
NTDB id 85 BSU 00860 NP 387967.1 RVIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGSPPGY 593
NTDB id 610 V4T04 RS10165 WP 012897346.1 RVVGQEEAISAVSRAIRRARSGVADSRRPMGSFMFLGPTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAPPGY 602
NTDB id 287 SP RS11210 WP 001109712.1 RVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGY 597
NTDB id 290 KZH43 RS10025 WP 001109677.1 RVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGY 597
NTDB id 289 SPD RS10700 WP 001109677.1 RVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGY 597
NTDB id 329 STU RS10020 WP 011225298.1 RVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGY 603
NTDB id 297 STER RS00545 WP 011680614.1 RVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGY 603
NTDB id 66193 SRT RS09440 WP 128833887.1 RVIGQDDAVSSISRAIRRNQSGIRVGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGY 600
NTDB id 377 SMU RS09275 WP 002262344.1 RVIGQDDAVSSISRAIRRNQSGIRVGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGY 600
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NTDB id 1474 Cj1108 YP 002344501.1 IGFEEGGLLSNAIRKNPFSLVLFDEIEKAHPDLSNTFLQIFDNAELTDNSGLKVDFKNTIIIMTSNLGLKE...SNELGFLSKNE 591
NTDB id 378 SMU RS02690 WP 002263569.1 VGYEEAGQLTEKVRRNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDTIIIMTSNAGTGK..SEANVGFGASRE 619
NTDB id 241 SP RS04015 WP 000882523.1 VGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAARE 618
NTDB id 281 KZH43 RS03550 WP 000882517.1 VGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAARE 618
NTDB id 245 SPD RS03860 WP 000882517.1 VGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAARE 618
NTDB id 243 SPR RS03635 WP 000882517.1 VGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAARE 618
NTDB id 85 BSU 00860 NP 387967.1 VGYDEGGQLTEKVRRKPYSVVLLDEIEKAHPDVFNILLQVLEDGRLTDSKGRTVDFRNTILIMTSNVGASELKRNKYVGFNVQDE 678
NTDB id 610 V4T04 RS10165 WP 012897346.1 VGYDEGGQLTERVRNKPYSVVLLDEVEKAHPDVFNIMLQILDDGFVTDTKGRKVDFRNTIIIMTSNLGATALRDDKTVGFGAKNI 687
NTDB id 287 SP RS11210 WP 001109712.1 VGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDI 682
NTDB id 290 KZH43 RS10025 WP 001109677.1 VGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDI 682
NTDB id 289 SPD RS10700 WP 001109677.1 VGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDI 682
NTDB id 329 STU RS10020 WP 011225298.1 VGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNVLLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTI 688
NTDB id 297 STER RS00545 WP 011680614.1 VGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTI 688
NTDB id 66193 SRT RS09440 WP 128833887.1 VGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNILLQVLDDGVLTDSRGRNVDFSNTIIIMTSNLGATALRDDKTVGFGAKSF 685
NTDB id 377 SMU RS09275 WP 002262344.1 VGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKSF 685
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NTDB id 1474 Cj1108 YP 002344501.1 EK........SNRAIKDFFAPEFINRIDKILHFNDLNDAILVKIIEKELDEISKNL..NNIKLSVDDKAKIYLAKKAYNKEFGVR 666
NTDB id 378 SMU RS02690 WP 002263569.1 G.....RTNSVLGELGNFFSPEFMNRFDGIIEFQALSKDNLLQIVSLMLDDVNQRLAVNAIHLDVTDKVKEKLVDLGYDPKMGAR 699
NTDB id 241 SP RS04015 WP 000882523.1 G.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGAR 698
NTDB id 281 KZH43 RS03550 WP 000882517.1 G.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGAR 698
NTDB id 245 SPD RS03860 WP 000882517.1 G.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGAR 698
NTDB id 243 SPR RS03635 WP 000882517.1 G.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGAR 698
NTDB id 85 BSU 00860 NP 387967.1 TQNHKDMKDKVMGELKRAFRPEFINRIDEIIVFHSLEKKHLTEIVSLMSDQLTKRLKEQDLSIELTDAAKAKVAEEGVDLEYGAR 763
NTDB id 610 V4T04 RS10165 WP 012897346.1 TADYSAMKSRILEELKRHYRPEFLNRIDENIVFHSLESQEIEQIVKIMSKSLIKRLAEQDIHVKLTPSAVKLIAEVGFDPEYGAR 772
NTDB id 287 SP RS11210 WP 001109712.1 RFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLTEKGIDLKLQASALKLLANQGYDPEMGAR 767
NTDB id 290 KZH43 RS10025 WP 001109677.1 RFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGAR 767
NTDB id 289 SPD RS10700 WP 001109677.1 RFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGAR 767
NTDB id 329 STU RS10020 WP 011225298.1 SHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGAR 773
NTDB id 297 STER RS00545 WP 011680614.1 SHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGAR 773
NTDB id 66193 SRT RS09440 WP 128833887.1 SQDYKAMESRILEELKKTYRPEFINRIDEKVVFHNLGQEDIRHIVKIMVAPLIAHLAEQGITLKFQPSALKHLALAGYDAEMGAR 770
NTDB id 377 SMU RS09275 WP 002262344.1 SQDYKAMESRILEELKKVYRPEFINRIDEKVVFHNLGQEDIRHIVKIMVAPLIAHLADQGITLKFQPSALKHLALAGYDAEMGAR 770
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NTDB id 281 KZH43 RS03550 WP 000882517.1 PLRRTIQDYIEDTITDYYLENPSEKDLK.AVMTSKGN.IQIKSAKKAEVKSSEKEK 752
NTDB id 245 SPD RS03860 WP 000882517.1 PLRRTIQDYIEDTITDYYLENPSEKDLK.AVMTSKGN.IQIKSAKKAEVKSSEKEK 752
NTDB id 243 SPR RS03635 WP 000882517.1 PLRRTIQDYIEDTITDYYLENPSEKDLK.AVMTSKGN.IQIKSAKKAEVKSSEKEK 752
NTDB id 85 BSU 00860 NP 387967.1 PLRRAIQKHVEDRLSEELLRGNIHKGQHIVLDVEDGE.FVVKTTAKTN........ 810
NTDB id 610 V4T04 RS10165 WP 012897346.1 PLRKALQKEVEDLLSEQLLSGEIKAGNHVSIGASNKK.IKIAQIV........... 816
NTDB id 287 SP RS11210 WP 001109712.1 PLRRTLQTEVEDKLAELLLKGDLVAGSTLKIGVKAGQ.LKFDIA............ 810
NTDB id 290 KZH43 RS10025 WP 001109677.1 PLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQ.LKFDIA............ 810
NTDB id 289 SPD RS10700 WP 001109677.1 PLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQ.LKFDIA............ 810
NTDB id 329 STU RS10020 WP 011225298.1 PLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDK.LTFTVV............ 816
NTDB id 297 STER RS00545 WP 011680614.1 PLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDK.LTFTVV............ 816
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NTDB id 377 SMU RS09275 WP 002262344.1 PLRRTLQTEVEDKLAELILSGKLASGQTLKIGIQKEK.LKFDIV............ 813
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