
logo MENKKKSLLSQMAPYLKGYKALFGLAVI FTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGE IALTLALLYFAGALVSYTA
NTDB id 66176 SRT RS05765 WP 128833374.1 MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGALVSYTA 85
NTDB id 370 SMU RS04260 WP 002263294.1 MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGALVSYTA 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SF IVSTL IQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAI
TI LL IGS I FMMIKTNGALAAT

NTDB id 66176 SRT RS05765 WP 128833374.1 SFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAATILLIGSIFMMIKTNGALAAT 170
NTDB id 370 SMU RS04260 WP 002263294.1 SFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAAT 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!

logo AI LSVFAGFAVLVSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFEKNLNDQLFASMWKSQFFSGIMMPLM
NTDB id 66176 SRT RS05765 WP 128833374.1 AILSVFAGFAVSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFEKLNDQLFASMWKSQFFSGIMMPLM 255
NTDB id 370 SMU RS04260 WP 002263294.1 AILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLM 255
consensus !!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!

logo QF IGNFGYVMVC IVGATMAINGDITMGTIVAFMTYVR I FTQP IAQIAQGITQLQSANAAMGRVFEFLDEEE I
VEDENHKVKQLEKV

NTDB id 66176 SRT RS05765 WP 128833374.1 QFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEVEDENHKVKQLEKV 340
NTDB id 370 SMU RS04260 WP 002263294.1 QFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKV 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!

logo EGNVNFDNVFFGYSPDKTI IHDFSAHAKAGQKIA IVGPTGAGKTTIVNLLMRFYEVDRGMI S IDGVNIHDMTREKEVHDAFAMVLQ
NTDB id 66176 SRT RS05765 WP 128833374.1 EGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTREEVHDAFAMVLQ 425
NTDB id 370 SMU RS04260 WP 002263294.1 EGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQ 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!

logo DTWLFEGTVKENL IYNQKHITDEQVIAAAKAVGVHHF IKTLPKGYDTI
VLDDSVTLSVGQKQLLTIARALLKDAPLL I LDEATSSV

NTDB id 66176 SRT RS05765 WP 128833374.1 DTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTILDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSV 510
NTDB id 370 SMU RS04260 WP 002263294.1 DTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSV 510
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DTRTEEL IQRAMDHRLMEGRTSFVIAHRLSTIRNADL I LVMRDGNI I EQGSHDQLMAEKNGFYADLYNSQFTEEAVA
NTDB id 66176 SRT RS05765 WP 128833374.1 DTRTEELIQRAMDRLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAKNGFYADLYNSQFTEEAA 584
NTDB id 370 SMU RS04260 WP 002263294.1 DTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!! !
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