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NTDB id 413 AAK55817.1 141..845( ) ....MKKILIVDDEKPISDIIKFNMTKEGYEVVTAF.NGREALEQFEAEQPDIIILDLMLPEIDGLEVAKTIRKTSSVPILMLSA 80
NTDB id 66174 SRT RS04580 WP 128833213.1 MNYKEKEILILDDNPEILEMVQESLSIAGFNNLTSVQSQKEALEQFGEKSFDLAILDIMLPEGSGFEVLKDIRKTSTIPVLFLSA 85
NTDB id 372 SMU RS05280 WP 002262198.1 MNYKEKKILILDDNPEILEMVQESLNIAGFNNLTGVQSKKEALEQLGKRSFDLAILDIMLPDGSGFEVLREIRKTSTIPVLFLSA 85
consensus *****!*!!!*!!***!***********!****!**** *!!!!!** ***!**!!!*!!!***!*!!***!!!!!**!*!*!!!

logo

I
K
V

D
S
S
D
E
I
F
E
D
K
K
Q
V
Y
I
QGLFELGADDYVITVKPFSRNPKRDELQEALRVIKLASLI LRKRASQYPMEPKVDDGTQLEIALDPSTKPQP IQIGDL

C
E
Q
I
V
V
N
P
F
D
G
S

A
Q
Y
A
V
L
A
I
K
TKYGGEELELIDQLTHARKEFYES

NTDB id 413 AAK55817.1 141..845( ) KDSEFDKVIGLELGADDYVTKPFSNRELQARVKALLRRSQPMPVDGQEADSKPQPIQIGDLEIVPDAYVAKKYGEELDLTHREFE 165
NTDB id 66174 SRT RS04580 WP 128833213.1 ISDIEKQYQGFELGADDYIVKPFRPRDLELRILSILKRSYPEKDDTLILPT.........CQVNFGQALITKGELEIQLTAKEYS 161
NTDB id 372 SMU RS05280 WP 002262198.1 VSDIEKQYQGFELGADDYIVKPFRPKELELRILSILKRAYPEKDDTLILPT.........CQVNFSQALITKGELEIQLTAKEYS 161
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NTDB id 413 AAK55817.1 141..845( ) LLYHLASHTGQVITREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRGVGYYMRNNA* 234
NTDB id 66174 SRT RS04580 WP 128833213.1 ILKVLYDNQNRIVTFDQLLEKVWGLQYQGYENTMMAHIRKIRQKIEANPSKPVSLITIKGLGYQLRVD.. 229
NTDB id 372 SMU RS05280 WP 002262198.1 ILKVLYNNQNRIVTFDQLLEKVWGLQYQGYENTMMAHIRKIRQKIEANPSKPECLLTVKGLGYKLKVS.. 229
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