
logo MLFMKKIKAGVLLYALFMSAI FSLFLQFYLNRVI
VATERQNQAQLSASKAYL IADLTQDLAKDNSFGQL ITFNHGRSSYHKQEGELL I

NTDB id 66157 SRT RS01105 WP 128832754.1 MLFMKKIKAGVLLYALFMSAIFSLFLQFYLNRVIATERQNQAQLSASKAYLIADLTQDLAKDNSGQLIFNHGRSSYHKQEGELLI 85
NTDB id 400 FSA28 RS09375 WP 002263441.1 MLFMKKIKAGVLLYALFMSAIFSLFLQFYLNRVVATERQNQAQLSASKAYLIADLTQDLAKDNFGQLTFNHGRSSYHKQEGELLI 85
NTDB id 391 SMU RS09005 WP 002263441.1 MLFMKKIKAGVLLYALFMSAIFSLFLQFYLNRVVATERQNQAQLSASKAYLIADLTQDLAKDNFGQLTFNHGRSSYHKQEGELLI 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!

logo KVHLTDGQSYQYRFNCVTENKEKRGKFSVANKTFTEKS I EKRHLFQK
NTDB id 66157 SRT RS01105 WP 128832754.1 KVHLTDGQSYQYRFNCVTENKEKRKFSVANKTFTESIEKRHLQK 129
NTDB id 400 FSA28 RS09375 WP 002263441.1 KVHLTDGQSYQYRFNCVTENKEKGKFSVANKTFTKSIEKRHFQK 129
NTDB id 391 SMU RS09005 WP 002263441.1 KVHLTDGQSYQYRFNCVTENKEKGKFSVANKTFTKSIEKRHFQK 129
consensus !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!*!!
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