logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

65935 SMCB RS00600 WP 045534320.1

1203
1019
1307
1283
1259
1194
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

65935 SMCB RS00600 WP 045534320.1

1203
1019
1307
1283
1259
1194
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

65935 SMCB RS00600 WP 045534320.1

1203
1019
1307
1283
1259
1194
1081
1060
1040

consensus

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

Duael e Dot 2 et Eveal vt MmeRegTERs Erofse

JAQGE . ABSVADY]T APEH AN A R Q AFGKETREANS

Il SDLH SAG PPMIRVDG R INLPPLEHKDVMS

4 SDLH SAG PPMIRVDG R INLPPLEHKDVES

GASDLHLSAG PPMIRVDG R INLPPLEHK@VHAL YDIMNDKQR
GASDLHLSAG PPMIRVDG R INLPE\LEHKDVjsl L YDIMNDKQR
GASDLHLSAG PPMIRVDG R INLPE\LEHKDVjsl L. YDIMNDKQR
GASDLHLSAG PPMIRVDG R INLPE\LEHKDVjsl L YDIMNDKQR
*

kok kok |okokok ok kok sk | 1ok skook sk ok ok ok sk ok sk ok sk ok ok | ok ok sk ok ok ok ok ok ok ok ok kok skok ok ok ok ok ok o ok ok ok % ok %k ok k k k B

e A B T B st TS ST 0

VRD. . ApWNSRGLVLVWUGETGSGKSTT AAMpKeYIAN[N ﬁT
Rdelel - RFRVNAFWQUISQYGEVIURTIP K TjxTh ' FLGLP[N (#KIY  AIWSSRG [§ PGETGSGKSTTLAAM

SJN:AeN  RFRVEAFMQIANIAGIUVIARRITIE FIITMEDLIRLP) 1BKIS AINE(RGLVLERYGINTG GKST LAAM
LNREKNERAS:AYSENSRIRR DM P[EM LPI3TI®K I§ GE'TG GKST LA M

I\ [OIYAARFRVNAFVIQIAGWIG  VIURIAIP I

E N\ ARFRVNAFNQSRGA AVFRTIPSJRIL MEDLGLPJZIFK ASFSRGLVLVTGPTGSGKSTTLAAW
E M\ ARFRVNAFNQSRGA AVFRTIPSJ®MIL MEDLGLP|JTIFK ANMNMRGLVLVTGPTGSGKSTTLAAY
E |d¢8 ARFRVNAFNQNRGAGAVFRTIPSK LTME LG (@2 FKJ DPAMRGLVLVTGPTGSGKSTTLAAM
E
E
E

VRRIMT|N KIig |3 DLl
ANNYRGLVLVTGPTGSGKSTTLA M

IV ARFRVNAFNQWRGAGAVFRTIPSK LTMEDLGLNIFK [6M@¥RG VLVTGPTGSGKSTTLAAM
ISV ARFRVNAFNQWNRGAGAVFRTIPSK LTMEDLGLNIFK [oN@¥RG VLVTGPTGSGKSTTLAAM
IV ARFRVNAFNQWRGAGAVFRTIPSK LTMEDLGL[NIFK [6M@3RG VLVTGPTGSGKSTTLAAM
* PRI ok ok ok ok | okokokokok ok ok ok ok ok ok ok ok ok ok ok K ok K Plskokiskok Dok DL DTk ] *okok |

IV R AL DL O A LT

CGHILTVEDPIEFVH BIK C VEMQREVIQEDTIAS IMYAL Iy LR WPD IL GE

HI T EDP EFVHQEKINC V@QREV[eRD Tol¢

Glsme EDPIEF HQB{NYC VPBQREV{EDTINSFIAYAL NMYLR BPD IL GE

€HTI T EDPIEF H l#XeC IMSAL NENLR EPD IL GE

JARHILT EDPIEF H|QYKES DIVALR ALR P\PD ILVGE
HILTVEDPIEFVHQSKKCLVNQREVH NWNALRSALREDPDIILVGE RDLETIRLA

HILTVEDPIEFVHQSKKCLVNQREVH WNALRSALREDPDIILVGE RDLETIRLA
IHILT EDPIEFVH SKKCLVNQREVH MIMALRSALREDPDIILVGE RDLETIRLA
HILTVEDPIEFVHQSKKCL NQREVH IWXALRSALREDPDIILVGE RDLETIRLA
HILTVEDPIEFVHQSKKCL NQREVH IWAALRSALREDPDIILVGE RDLETIRLA
HILTVEDPIEFVHQSKKCL NQREVH IWAALRSALREDPDIILVGE RDLETIRLA
kb bk Db b Dl kkskok DL Pkl % Plosksrsk Dbskosk Dok D bk D Dok Dok |k Pokskorsk DL Dok 11k

150
159
152
1563
156
152
1562
152
1562
152
152

230
239
232
233
236
232
232
232
232
232
232



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
65935 SMCB RS00600 WP 045534320.1

1203
1019
1307
1283
1259
1194
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1177

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.

65935 SMCB RS00600 WP 045534320.1

1203
1019
1307
1283
1259
1194
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

1

1177 A1552VC RS01165 WP 000422572.1
65935 SMCB RS00600 WP 045534320.1

1203
1019
1307
1283
1259
1194
1081
1060
1040

consensus

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

b 081DV R StV b s b

ANNKT I RIIDVFPAEEKSMVRSMLSESLQAV
DVFPAEEKEIMVREIMLSESLQ VI Q

AINKTIDR IDVFPAEEKIMVREWMLSESLQAVI Q

ANKTIDR IDVFPAEEKWMVREIMLSESLQAVI Q

ANKTIDR IDVFPAEEKBMVRIWMLSESLQAVI Q
U kokokok | okokokokokok ok ok *okk  kokokkok |

0ol s ey

FAYQVDDKEQD

DJAYRAGIHF RIRHENSRY DK

GMITLDQFJLINE

X non conserved
B similar
i >50% conserved

Fﬁ

LERIID
K HTIHE AL NKS LI
e K HTI\HEAJALNKSLI3
iR ENI\REKINK T
P QTR TAMK QIZESIIL
8P QTIR TAINK QIRESIEL
ISPQTARTAAKQPESFL

368
378
381
383
418
344
344
344
345
345
345

G IR
1

kokokok |k |kok

I (g e o
LHS‘DSANDLRLMLKTKRGDDYG

Reckveg s e

AQMYSHI QT G[NEN:S
AQMYSHIT QT G[AE:N:S
AQMYSENIQTG KM
AQMYSEAIQTG ' ps!
AQMYSINIQTG - Jups!
AQMYSENIQTG sl

dokokokokokok |okk  kokkokkokk kokkokk

=k ;?'. "\L/}.:AYN s /"lffi 2ERCERREFER Aaa
SGSLQNVK JIDME. . oo oo
IS Y EEPNLRNEADSQNDLKLRIKLQSQRARNTDLGAGTEHLQ. I
YEDMLLHADSSNDLRLMIKLGSETDGEHLTSVS. QGLT....LEMSDDDPGRSFR ......
GMQT)3D QEL 1NN YDHQHISYADALKHADS NNLRLQIKLSEEANKPLDNRERMSEME. .RKMTFDGQRRNLK......
FARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAAP

310
319
312
313
316
311
311
311
311
311
311

368
378
381
383
396
344
344
344
345
345
345



