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NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
NTDB id 1110 NGFG RS09235 WP 003689817.1 .................MSVGLLRILVQNQVVTVEQAEHYYNES.QAGKEVLPMLFSD..GVISPKSLAAL.......IA 53
NTDB id 1168 A1552VC RS11070 WP 000957200.1 .................MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLEL..SIFHAQELTEQ.......LS 54
NTDB id 1293 VP RS12240 WP 005479695.1 .................MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSS..GFFTSSELAEH.......LS 54
NTDB id 1401 DSB67 RS12665 WP 010643259.1 .................MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSS..GFFQSHELTEH.......LS 54
NTDB id 1251 GCO85 RS07725 WP 011946523.1 .........MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKN..KILSAEQIALT.......AA 62
NTDB id 65879 NEJAP RS04980 WP 201349575.1 ............MQVQQPLSGLARRLVKDGVFSADVARNAIEKARASQKPFISHIIDE..RLVTAHRAASA.......AS 59
NTDB id 1058 ABD1 RS01615 WP 001274986.1 .........MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEE..VHLSPSLLAET.......IS 62
NTDB id 1018 ACIAD RS01685 WP 004920473.1 .........MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDN..FSISPLTIAEI.......IS 62
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NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRR 160
NTDB id 1110 NGFG RS09235 WP 003689817.1 RVFSYSILDLRHYPRHR.....VLMGVLTEEQMVEFHCVPVFRR...GDKVFFAVSDPTQMPQIQKTV...SAAGIAVEL 122
NTDB id 1168 A1552VC RS11070 WP 000957200.1 HIFGLPETDLSRYDYAN.....LCQQLGLRELITRYDALPIAKQ...GNLLLLAVSDPTLLQAEEEFR...FATGLQVEL 123
NTDB id 1293 VP RS12240 WP 005479695.1 SIFGLSQPELSQYEYAS.....LCQQLGLRELITRHNALPLHRT...PSTLLLAVADPTNQQAEDDFR...FATGLQVEL 123
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SVFGLSCTSLNQYEYAS.....LCQTLGLRDLITRHNALPLNRT...SSTLILAVADPTNLQAEDDFR...FATGLQVEL 123
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QNFGVPMLDINCIDVGT.....IPVNLVNEKLIKRHAMVPLFSR...GTNLYLATDDPSKQASLKEIQ...FHTGLNTHA 131
NTDB id 65879 NEJAP RS04980 WP 201349575.1 DEFGLPLLDLNCINTES.....IPQGLVADNLISKHHALPLVKR...DNRLYVALADPTNIQALDEFK...FHTGITTEG 128
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AEFAEPYFDLDVYDTSQ.....IPKDLVDQKLILKHRILPLIQR...GQILYVATSNPSNIEAIDAIR...FNSKLLVEP 131
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LEFGEPLLDLGVFDPAL.....FLKDKIDEKLIQKYRIMPLVHR...GHVLYVATSNPTNIEAMDAIR...FNSKLKVEP 131
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NTDB id 1410 SGL RS13950 WP 010873519.1 LVVTQDDFNQLLEQYYAIREEWEAAQEKRDQ..ERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVN 238
NTDB id 1110 NGFG RS09235 WP 003689817.1 VIVEDDQLAGLLDWVGSRSTSLLQELGEGQE..E.......................EESHTLYIDNEEAEDGPVPRFIH 177
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ALADHRALQAAIRRLYGRSIQGAANQGKEISQDE..LANL...........VK..V.SDDELQSIEDLSQDDSPVSRFIN 187
NTDB id 1293 VP RS12240 WP 005479695.1 VLADFRELSTAIRRLYGRSLSHEKSGLKEINQEE..LASL...........VD..V.GADEIDNIEDLSQDESPVSRYIN 187
NTDB id 1401 DSB67 RS12665 WP 010643259.1 VLADFRELTAAIRRLYGRSLGQEKSGLKEINQDE..LAGL...........VD..I.GEDEIENIEDLSQDESPVSRYIN 187
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IVVETDKLSALIDNLLTAKESQGL...SEYVEDSGDLEGL..........EISAD..DEDQDIDTATSVTDDAPIVKFVN 196
NTDB id 65879 NEJAP RS04980 WP 201349575.1 VIVEEDKLKQLIEAFLDDQGSA......LEELDDTDLDSL..........EIDDGS.SKEEEEQTSEDASKDAPIVRFVN 191
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VIVEHHKLEKVLGQHFAEESSF......DFNDEEFDLD.V..........NLDG...PTAQEDEEEAPQGDEAPIVKYIN 191
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IIVEHDKLERLLSEHFVEETHF......NFDTEELDLD.V..........EVDP...HTTDDDDEDDKLKDEAPIVKYIN 191
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NTDB id 1410 SGL RS13950 WP 010873519.1 KILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQ..GR 316
NTDB id 1110 NGFG RS09235 WP 003689817.1 KTLSDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQP.PIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGK 256
NTDB id 1168 A1552VC RS11070 WP 000957200.1 QVLLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQP.ASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DT 265
NTDB id 1293 VP RS12240 WP 005479695.1 QILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQP.PNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DT 265
NTDB id 1401 DSB67 RS12665 WP 010643259.1 QILLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQP.PSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DT 265
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KILLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATP.PASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SR 274
NTDB id 65879 NEJAP RS04980 WP 201349575.1 KILLDCIKKGASDIHFEPYEKAYRIRSRIDGILQEIAKP.PNNLAKRLSARLKVMSQMDISERRMPQDGRIKMKISK.NR 269
NTDB id 1058 ABD1 RS01615 WP 001274986.1 KLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANP.PLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SK 269
NTDB id 1018 ACIAD RS01685 WP 004920473.1 KLLIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATP.PLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SK 269
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NTDB id 1410 SGL RS13950 WP 010873519.1 KVDFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPE 396
NTDB id 1110 NGFG RS09235 WP 003689817.1 PVDFRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTES 336
NTDB id 1168 A1552VC RS11070 WP 000957200.1 AIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQ 345
NTDB id 1293 VP RS12240 WP 005479695.1 AIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPE 345
NTDB id 1401 DSB67 RS12665 WP 010643259.1 AIDMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPE 345
NTDB id 1251 GCO85 RS07725 WP 011946523.1 AIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIE 354
NTDB id 65879 NEJAP RS04980 WP 201349575.1 AIDFRVNTLPTLWGEKIVLRILDPSSAKMGVDALGFSQMQNDLYMSTLHKPQGMILVTGPTGSGKTVTLYTGLNILNTPE 349
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTES 349
NTDB id 1018 ACIAD RS01685 WP 004920473.1 TIDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEH 349
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NTDB id 1410 SGL RS13950 WP 010873519.1 VNINTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAG 476
NTDB id 1110 NGFG RS09235 WP 003689817.1 VNIATAEDPAEINLPGINQVNVNDKQGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPA 416
NTDB id 1168 A1552VC RS11070 WP 000957200.1 INISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAE 425
NTDB id 1293 VP RS12240 WP 005479695.1 INISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAE 425
NTDB id 1401 DSB67 RS12665 WP 010643259.1 INISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAE 425
NTDB id 1251 GCO85 RS07725 WP 011946523.1 VNISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAE 434
NTDB id 65879 NEJAP RS04980 WP 201349575.1 LNISTAEDPVEINLEGINQVHVNAKVGLSFAEALRSFLRQDPDVVMVGEIRDLETAEIAIKAAQTGHMVLSTLHTNSAPE 429
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SNISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPE 429
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ANISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAE 429
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NTDB id 1410 SGL RS13950 WP 010873519.1 AIARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAY.HPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKG 555
NTDB id 1110 NGFG RS09235 WP 003689817.1 TLSRMLNMGVAPFNIASSVSLIMAQRLLRRLCSSCKQEVERPSASALKEVGFTDEDLAK.DWK.............LYRA 482
NTDB id 1168 A1552VC RS11070 WP 000957200.1 TVIRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAVRP.SALLQSQFAFQPNE....ILY.............EANA 487
NTDB id 1293 VP RS12240 WP 005479695.1 TIIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQPQEH.TVQL.QHLGIQTTD....NIF.............RANP 486
NTDB id 1401 DSB67 RS12665 WP 010643259.1 TVIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQPQEP.NSQL.QHIGIANTE....QIF.............QANP 486
NTDB id 1251 GCO85 RS07725 WP 011946523.1 TLNRLVNMGIPTFNIASSVTLIIAQRLARKLCNQCKAVRDDFTNQGLIELGFKEADLVNL..K.............LYKA 499
NTDB id 65879 NEJAP RS04980 WP 201349575.1 TLTRLRNMGVASFNIATSVSLIIAQRLARRLCEPCKKPA.SVPEAALIEEGFSPEQLRSIDLY.............EANP 495
NTDB id 1058 ABD1 RS01615 WP 001274986.1 TLTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKIPA.DIPKQSLLEMGFTEQDLAHPDFR.............VFQP 495
NTDB id 1018 ACIAD RS01685 WP 004920473.1 TLTRLRNMGVASFNIATSVNLVIAQRLARRLCSQCKRPI.QVPERSLLEMGFTPEDLAQPEFQ.............IFEP 495
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NTDB id 1110 NGFG RS09235 WP 003689817.1 VGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAYKEGMVDLRRAGILKIMQGITSLEEVTANTND.... 558
NTDB id 1168 A1552VC RS11070 WP 000957200.1 AGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKANGMQTLQESGLEKLREGITSFAELQRVLYF.... 562
NTDB id 1293 VP RS12240 WP 005479695.1 DGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAIANGMSTLQMSGIEKLKQGITSFSELQRVLYF.... 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 DGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAIANGMQTLQMSGIEKLKQGITSFRELQRVLYF.... 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 VGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQSEGMLTIFQSGIEKVKEGITTIEEVNRVTVD.... 574
NTDB id 65879 NEJAP RS04980 WP 201349575.1 EGCPKCT.RGYKGRVGIYEMLPMTPEIAEVIMNNGSSIDIIRIAQEQGFRPLRQTGLDKVAQGLTSLDEMNRVIKT.... 570
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASEKLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE.... 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAETLGFNNLRRSGLKKVMQGVTSLQEINRVTSE.... 570
consensus *! *!* !!*!!*!**!***** ** **** ** *** *** !* ** ****** *!*!** !*****



logo

ESEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS

NTDB id 1410 SGL RS13950 WP 010873519.1 ESEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS 672
NTDB id 1110 NGFG RS09235 WP 003689817.1 ..................................... 558
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..................................... 562
NTDB id 1293 VP RS12240 WP 005479695.1 ..................................... 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..................................... 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ..................................... 574
NTDB id 65879 NEJAP RS04980 WP 201349575.1 ..................................... 570
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ..................................... 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ..................................... 570
consensus

X non conserved

X similar

X ≥ 50% conserved


