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MMEHLQRGDEWTRQALRVQFMEACKQAAMEAHLSAFLPNLNEPNPLTTDTGTTYEGHKQTIPDEKTIDEIPEDPAEKSHGRTERVKTFYLNTLAMNSLQVKPDRAS
NTDB id 1111 NGFG RS09220 WP 003689814.1 MSDL...SVLSP.FAVPLAAVLGLLVGSFLNVVIYRVPVMMERGWTVFAKEHLNLPL........TDDESRTFNLMKPDS 68
NTDB id 65856 AMJAP RS04800 WP 019621936.1 ..MLFELIAANTWLSVSVAFGFALLIGSFLNVVIHRLPLMMEHEWQLMAAEAANNNTTDTGTTEHPKEPATVYNLAQPAS 78
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPRMMEQDWQQECQMLLNP........EQPIIDHEKLTLSKPAS 72
NTDB id 1061 ABD1 RS18470 WP 001152280.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPKMMEQDWQQECQMLLNP........EQPIIDHERLTLNKPAS 72
NTDB id 1403 DSB67 RS12675 WP 010643256.1 .MEVFQYY...PWLFVVFATIFGLIVGSFLNVVIYRLPKIMELEWRRECAESFPE........YKIEPPKETLTLSVPRS 68
NTDB id 1170 A1552VC RS11080 WP 000418747.1 .MELFYFY...PWLFPVLATLFGLIVGSFLNVVIYRLPKIMEREWRAECAASFPE........YGITPPEGKLTLSLPRS 68
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NTDB id 1111 NGFG RS09220 WP 003689814.1 CCPKCRVPIRAWQNIPIVSYL.LLRGKCASCQTKISIRYPLIELLTGVLFGLVAWQYGWSWITLGGLILTAFLISLTFID 147
NTDB id 65856 AMJAP RS04800 WP 019621936.1 TCPTCGHLIHWYENIPLISYFLILGGKCSSCKTPISLRYPLIELITAAISAAIIYLYGFNLVAFSIVFFSWCLIALTAID 158
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 SCPACHQPIRWYQNIPLISWL.VLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFID 151
NTDB id 1061 ABD1 RS18470 WP 001152280.1 SCPACQQPIRWYQNIPVISWL.VLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFID 151
NTDB id 1403 DSB67 RS12675 WP 010643256.1 SCQQCGTQIRIRDNIPVISWL.LLRGKCHNCQAPINARYPLIELLTAFCSGFIAFHFGFSYFTVALVFFTFVLIAATFID 147
NTDB id 1170 A1552VC RS11080 WP 000418747.1 TCPHCQTPIRVIDNIPLLSWL.ALRGQCSHCKAPISARYPLIELLTALMSLVIATHFPFGVFAVALLFFSYVLIAATFID 147
consensus *!* ! *!* * !!!**!** *!*!*! !* *!**!!!*!!!*!** * ** ***** * * ***!!**!*!!

logo

A
I
L
FDHTLMQYLLPDKSQR I

M
F
LTLPL IMALAWGITLGI

L
A
G
I

F
I
L
A
N
S
T
L
A
D
L
F
D
N
G
F
G
Y
I
F
S
Y

PT
V
P
SPLPSNQDSSALVI LIWGYALMVLIAGFYSLCSLWLIS ILVCYAYWVLYFKVL ILTGKTEGMGNYGDFKL ILAALGAWAMLGAIPWDSLQAQSM

NTDB id 1111 NGFG RS09220 WP 003689814.1 ADTQYLPDSMTLPLIWLGLIFNLDGGF.VPLQSAVLGAVAGYSSLWLLCAVYKLLTGKTGMGNGDFKLIAALGAWLGISA 226
NTDB id 65856 AMJAP RS04800 WP 019621936.1 IDHQLLPDKITLPLLWIGLILNSFDYF.TSLPSALWGAVLGYLSLWSVYWLFKLITGKEGMGYGDFKLLAALGAWAGADM 237
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 FDTQLLPDRFTLPLAALGLGINTFNIY.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGPLM 230
NTDB id 1061 ABD1 RS18470 WP 001152280.1 FDTQLLPDRFTLPLAALGLGINTFNIY.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGPLM 230
NTDB id 1403 DSB67 RS12675 WP 010643256.1 LDTMLLPDQLTLPLMWTGIALALAGISPVSLQDSIIGAMAGYLCLWSVYWLFKLLTGKEGMGYGDFKLLAALGAWLGWQS 227
NTDB id 1170 A1552VC RS11080 WP 000418747.1 FDTLLLPDQLTLPLLWGGIALALLGFSPVSLSDAVIGAMAGYLSLWSIYWLFKLLTGKEGMGYGDFKLLAALGAWLGWQQ 227
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NTDB id 1111 NGFG RS09220 WP 003689814.1 LPVLIFVSSLIGLVAAIVMRV....AKGRHFAFGPALTVSGWIIFTANDSVWRAVNWWLTHPVR... 286
NTDB id 65856 AMJAP RS04800 WP 019621936.1 LPLIILASSLIGAVVGGLMIAFSRHESQTPIPFGPYLAGAGWIALLWGHDL...TDWYLQLLNF... 298
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 LPLIVLLSSLLGAIIGIILLKLRND..NQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 1061 ABD1 RS18470 WP 001152280.1 LPLIVLLSSLLGAIIGIILLKLRND..NQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 1403 DSB67 RS12675 WP 010643256.1 LPMIILLSSVVGVIFGLIQLRLQKQGIEKAFPFGPYLAIAGWVSLIWGHQI...LNWYFTSILGV.. 289
NTDB id 1170 A1552VC RS11080 WP 000418747.1 LPVIVLLSSVVGVIFGLIQLRQQKKGIDMAFPFGPYLAIAGWFALLWGDKV...IDWYFTTWVGQPL 291
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