
logo MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNI IGEPLVIYCQLPNDYLPAPEAAL ITGITPQKANSQGLAEPEF IAR
NTDB id 65818 MS6 RS05445 WP 001183684.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEPEFIAR 85
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEPEFIAR 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IHAELSTPNTINSLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHGNSRWDLLDVLRACHALRPEGI EWPENDDGFTSFKLEHLSVA
NTDB id 65818 MS6 RS05445 WP 001183684.1 IHAELSTPNTISLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFTSFKLEHLSVA 170
NTDB id 1141 GTF74 RS08270 WP 001183680.1 IHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFTSFKLEHLSVA 170
consensus !!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NGI EHSNAHDAMADVIATI ELAKKVKAAQPKLFDYFFTMRHKRKLTEL IDIVNQTPLMHVSGMLGRERHYTSWIVP IAWHPTNQN
NTDB id 65818 MS6 RS05445 WP 001183684.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCP I LAPAKTLTAENAQKIG IDREQCLAHLNVIRQHP
NTDB id 65818 MS6 RS05445 WP 001183684.1 AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQKIGIDREQCLAHLNVIRQHP 340
NTDB id 1141 GTF74 RS08270 WP 001183680.1 AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQKIGIDREQCLAHLNVIRQHP 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo E IREKLVTVFSQEPREFNQESDVDSQLYAGFFSPADRAAME I IRTTAPENLGSLAIQRVADKRI EPLLFRYRARHYPHTLTDATEQRR
NTDB id 65818 MS6 RS05445 WP 001183684.1 EIREKLVTVFSQEPEFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIQVADKRIEPLLFRYRARHYPHTLTDAEQRR 425
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADKRIEPLLFRYRARHYPHTLTDTEQRR 425
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!! !!!!

logo WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAI LKSVYHYVEKLAC
NTDB id 65818 MS6 RS05445 WP 001183684.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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