
logo MI
NRFINTLCAAGS IVALALSGATALVAAPATAPS IVDMVYGSNNLQFSKI ELAMETTASGYNYDQMVKYHDEQAKP I STI

V
K
TFNQWSGETPTGDNTYKNIYFDGQV

NTDB id 65746 QUF32 RS18085 WP 222739531.1 MNRITLCAASIALALSGTALAAPAAPSIDVYGSNNLQFSKIELAMETTAGYNQMVKYHDEAPISITFNQWSGETGNTYKIYFDGQ 85
NTDB id 1298 VP RS15510 WP 005482861.1 MIRFNLCAAGVALALSGAAVAAPTAPSVDMYGSNNLQFSKIELAMETTSGYYDMVKYHDQAKITVKFNQWSGTPGDTYNIYFDGV 85
consensus ! ! !!!! *!!!!!! !*!!! !!!*!*!!!!!!!!!!!!!!!!!! !! !!!!!! !*!** !!!!!! *! !! !!!!!

logo

E
KVASTGAP I STGGSQTTANTFDTYGSKQGGLYQTLME I

V
A
EACDADTGCSKSADPAE I

LTI
LADTDGSHLKPLTMNVDPNNKTYNTTDAPNSTVVMVGTYFVEWGI

NTDB id 65746 QUF32 RS18085 WP 222739531.1 EVASGPISGSQTTANFTYSKGGLYTLEVAACDDTGCSKSAPAELTLADTDGSHLKPLTMNVDPNNKTYTTDANTVVGTYFVEWGI 170
NTDB id 1298 VP RS15510 WP 005482861.1 KVATGAITGGQTTATFDYGQGGLYQMEIEACDATGCSKSDPAEITIADTDGSHLKPLTMNVDPNNKTYNTDPSVVMGTYFVEWGI 170
consensus !!*!*!*! !!!! ! ! !!!! *!* !!! !!!!!! !!!*!*!!!!!!!!!!!!!!!!!!!!!! !!* !*!!!!!!!!!

logo YGRNYTVDNI
MPADQNLTHI LYGF IP ICGPNESVKSVGGNSFYNALMQTACQRGVPDYEVVIHDPWAAYQKSFPQAGHEYSSTP IKGNYAM

NTDB id 65746 QUF32 RS18085 WP 222739531.1 YGRNYTVDNIPAQNLTHILYGFIPICGPNESVKSVGGNSYNALMTACQGVPDYEVVIHDPWAAYQKSFPQAGHEYSSPIKGNYAM 255
NTDB id 1298 VP RS15510 WP 005482861.1 YGRNYTVDNMPADNLTHILYGFIPICGPNESVKSVGGNSFNALQTACRGVPDYEVVIHDPWAAYQKSFPQAGHEYSTPIKGNYAM 255
consensus !!!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!

logo

L
MMALKQRNYPDLKI IPS IVGGWTLSDPFFYDFTVNTKANRDTFVASVKKRFLKTWKFFYDGVDIDWEFPGGDGGAAAPDNKLGDPVNDGPAYVALM

NTDB id 65746 QUF32 RS18085 WP 222739531.1 MMALKQRYPDLKIIPSVGGWTLSDPFFDFTTKANRDTFVASVKRFLKTWKFFDGVDIDWEFPGGDGAAPNLGDPVNDGPAYVALM 340
NTDB id 1298 VP RS15510 WP 005482861.1 LMALKQRNPDLKIIPSIGGWTLSDPFYDFVNKANRDTFVASVKKFLKTWKFYDGVDIDWEFPGGGGAAADKGDPVNDGPAYVALM 340
consensus *!!!!!! !!!!!!!!*!!!!!!!!!*!! !!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!! !!!* !!!!!!!!!!!!!!

logo

Q
RELRAMLDNDELEAETGRTYELTSAIGVGYDKI EDVNYADAVQYMDYI FAMTYDFYGGWNNVLPGHQTALNYCGSTFMRPGQCDGSTGVDE

NTDB id 65746 QUF32 RS18085 WP 222739531.1 QELRAMLNDLEAETGRTYELTSAIGVGYDKIEDVNYADAVQYMDYIFAMTYDFYGGWNNVLGHQTALNCGTFMRPGQCDGTGVDE 425
NTDB id 1298 VP RS15510 WP 005482861.1 RELRAMLDELEAETGRTYELTSAIGVGYDKIEDVNYADAVQYMDYIFAMTYDFYGGWNNVPGHQTALYCGSFMRPGQCDGSGVDE 425
consensus !!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!*!!!!!!!!!*!!!!

logo NGEAPYKGPAYTADNRGIQLLLAQGVPANKLVLGTAMYGRGWDEGVMTPDSSTLTDPNTDPMTGTVAGNTGKLKTGSTAQGVWEADGVIDYKGIKASFN
NTDB id 65746 QUF32 RS18085 WP 222739531.1 NGEPYKGPAYTADRGIQLLLAQGVPANKLVLGTAMYGRGWDGVMPSSLTDPTDPMTGVGNGKLTGSTAQGVWEAGVIDYKGIKAN 510
NTDB id 1298 VP RS15510 WP 005482861.1 NGEAYKGPAYTADNGIQLLLAQGVPANKLVLGTAMYGRGWEGVTPDTLTDPNDPMTGTATGKLKGSTAQGVWEDGVIDYKGIKSF 510
consensus !!!*!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!*!! ! *!!!! !!!!! * !!! !!!!!!!!! !!!!!!!!!

logo MLGADNNTGINGFEYGYDAQAEAPWVWNRTSTGEQL ITFDDDHRSVKLAKGASYAKRSLGLAGLFSWE IDADNGDI LNAMHEGLMAGGTVTVPPQAP
NTDB id 65746 QUF32 RS18085 WP 222739531.1 MLGADNTGINGFEYGYDAQAEAPWVWNRTSGQLITFDDDRSVKAKGAYARSLGLAGLFSWEIDADNGDILNAMHEGLAGGTTPPA 595
NTDB id 1298 VP RS15510 WP 005482861.1 MLGANNTGINGFEYGYDAQAEAPWVWNRTTGELITFDDHRSVLAKGSYAKSLGLAGLFSWEIDADNGDILNAMHEGMAGGVVPQP 595
consensus !!!! !!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!*!!! !!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !**



logo NRAKPTAANAGAADQSTVTGPAVSVTVLDGSAQSKDSDGTIASYALWEQTVSGATAVTVLASGNANATAKQASFDTAAPEVTSVEEQAQLTFKLTVTDNEGASTATS
NTDB id 65746 QUF32 RS18085 WP 222739531.1 NRAPTANAGAAQTVTGPVSVTLDGSASKDSDGTIASYLWEQTSGAAVTLSNANAAQASFTAPEVTSEQALTFKLTVTDNEGASTS 680
NTDB id 1298 VP RS15510 WP 005482861.1 NRKPTAAAGADQSVTGPASVVLDGSQSKDSDGTIASYAWEQVSGTAVVLAGANTAKASFDAAEVTVEEQLTFKLTVTDNEGATAS 680
consensus !! !!! !!! !*!!!! !! !!!! !!!!!!!!!!! !!! !! !! ! !! ! !!! !*!!! ! !!!!!!!!!!!!!* !

logo

A
D
L
NVTVVTVKPAGGVNVDPEVNNATPVAAQVSVAPAQTAVNAGDETVVVVDASASSDADLNDTLTFNWNTLVPAQGLNATVNTGSKTVTFTVAAPEYPSQDTSTLSF

NTDB id 65746 QUF32 RS18085 WP 222739531.1 ANVTVTVKPAGGN..ENNTPVAAVSAPAQVNAGETVVVDASASSDADLDTLTFNWNVPAGLNATVTGSTVTFVAPEYSQDTTLSF 763
NTDB id 1298 VP RS15510 WP 005482861.1 DLVVVTVKPAGVVDPVNNAPVAQVVAPATANAGDVVVVDASASSDADNDTLTFNWTLPQGLNATVNGSKVTFTAAEYPQDTSLSF 765
consensus ! !!!!!!! ** !! !!! ! !!! !!!* !!!!!!!!!!!! !!!!!!! *! !!!!!! !! !!! !*!!*!!!*!!!

logo TVSVSDGKQASSTSASATNTVVVAFKQHTTDSPSGNGPEGTCDNALWDASAQTVYATGSPGNTI
QVATHWAQGKQLTWESANKWW

Y
T
V
N
Q
G
P
D
N
EAD

SPDSKQSGEWGVWKQELVGPVADNC
NTDB id 65746 QUF32 RS18085 WP 222739531.1 TVSVSDGQASTSASTNVVVFK..TSSGGETCDNLWDASQTYASPGTIVAWQGQLWSNKWYVNPNEASPDQSGEWGVWQLVGPADC 846
NTDB id 1298 VP RS15510 WP 005482861.1 TVSVSDGKASSSASATVVVAQHTTDPNPGTCDNAWDASAVYTG.GNQVTHAGKTWEAKWWTQGD..DPSKSGEWGVWKEVGVANC 847
consensus !!!!!!! !!*!!! !!! **! * * !!!! !!!! ! *! ! * ! ! !!* ** ** ! !!!!!!! !!*! !

logo

N
S
TN

NTDB id 65746 QUF32 RS18085 WP 222739531.1 STN 849
NTDB id 1298 VP RS15510 WP 005482861.1 N.. 848
consensus **

X non conserved

X similar

X ≥ 50% conserved


