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NTDB id 65732 QUF32 RS09035 WP 020330233.1 MDKPILKDSMRLFEQFGRVKSRSMFGGFGIFVDDTMFALVVNDRLHIRADDASTAKFKQQGYEPYVYKKRGFPVVTKYFALPEDC 85
NTDB id 1302 VF RS08130 WP 005419819.1 MDKPVLKDSLRLLSSLGKITSRSMFGGFGIFIDDTMFALVVQDKLHLRASDETINLFKEQGFEPYVYKKRGFPVVTKYFAISPEC 85
consensus !!!!*!!!!*!! !** !!!!!!!!!!!*!!!!!!!!!*!*!!*!! ! * !! !!*!!!!!!!!!!!!!!!!!!****!
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NTDB id 65732 QUF32 RS09035 WP 020330233.1 WLDTAKILEDAKAALAVAKDERETQAQAKPDRLKDLPNLRLATERMLKKAGIETVEDLQEKGAVEAYKAVRQSHSSDVGLELLWA 170
NTDB id 1302 VF RS08130 WP 005419819.1 WDEPDSILIQAVVALDVAKKDKEKQKSAGPSRIKDLPNLRLATERMLKKAGITTVEELKNTGSVNAYKAIQQTHSSSVSDELLWS 170
consensus ! ** !! ! !! !!! **! ! ! ! !*!!!!!!!!!!!!!!!!!!! !!!*! ! ! !!!!* !*!!! ! !!!!

logo LEGAI EKGKMHWSVIPSAQETRTRDNELLRKQQRLS
NTDB id 65732 QUF32 RS09035 WP 020330233.1 LEGAIEGKHWSVIPQTRRDELLQRLS 196
NTDB id 1302 VF RS08130 WP 005419819.1 LEGAIKGMHWSVISAETRNELRKQL. 195
consensus !!!!! ! !!!!!* ! !! !*
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