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NTDB id 65596 OXB RS11985 WP 052484004.1 MTIRYPNGKKYVRPAEQ.LGSPKKLDMSYSNRGKSLEDELNDSNAYYLSQGIAVIHKKPIPIQVVNVHYPARSAAVITEAYFRTP 84
NTDB id 117 BSU 22310 NP 390112.1 .MIRYPNGKTFQPKHSVSSQNSQKRAPSYSNRGMTLEDDLNETNKYYLTNQIAVIHKKPTPVQIVNVHYPKRSAAVIKEAYFKQS 84
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NTDB id 65596 OXB RS11985 WP 052484004.1 STTDFNGVWRGRYLDFEAKETKSATSFPLQNIHAHQVDHMKQVTEQGGIAFLVVKFTTLDRYFILPYDSLEEKWERMKAGGRKSI 169
NTDB id 117 BSU 22310 NP 390112.1 STTDYNGIYKGRYIDFEAKETKNKTSFPLQNFHDHQIEHMKQVKAQDGICFVIIS..AFDQVYFLEADKLFYFWDRKEKNGRKSI 167
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NTDB id 65596 OXB RS11985 WP 052484004.1 TLAEFEDAAYEIMPRFQPVLDYLPGLHLLFPQIGEPIERQENL 212
NTDB id 117 BSU 22310 NP 390112.1 RKDELEETAYPISLGYAPRIDYISIIEQLYFSPSSGAKG.... 206
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