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NTDB id 65512 ANG RS03025 WP 025271651.1 MFKLFKRLTVKEVGMIVISILFTCLTVYLELEVPTYISKITELLHTKGTVVSDLWNPGLKMIGLSFASFLSAVVVGFIAARLAAS 85
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLASRTAAS 85
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NTDB id 65512 ANG RS03025 WP 025271651.1 FTTSLRSDIFNRVLDYSNAEIKRFSIPSLLTRTTNDLTQIQLMITMGLQVVTRGPIMAIWAITKIIGKSEYWLWAVIVAVIVNII 170
NTDB id 369 SMU RS04255 WP 002263293.1 FTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGAVGVAVLIVFI 170
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NTDB id 65512 ANG RS03025 WP 025271651.1 MTTVLMTLAFPKQSVIQRLTDKLNSITRESLTGIRVVRAYNAEDYQDDKFAGANDEVTRLNLFVSRLMAILNPIMMGISSGLTLA 255
NTDB id 369 SMU RS04255 WP 002263293.1 MLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSLMNPVMTVVSSGLTLA 255
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NTDB id 65512 ANG RS03025 WP 025271651.1 IYWIGAYLIQDAAL............PERLPIFSDMVVFMSYAMQVVIGFMLMGALFIILPRTLVSAGRINEVLDLYSTIESPTE 328
NTDB id 369 SMU RS04255 WP 002263293.1 IYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALVSAKRINEVLALNSSVHFKEY 340
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NTDB id 65512 ANG RS03025 WP 025271651.1 PKIAKDVKGEVVFDNVSFRYAKNSEAVIEHVSFTAKAGETVAFIGSTGSGKSTLISLIPRFYDVTEGKILVDGVNVKDYQLEDLH 413
NTDB id 369 SMU RS04255 WP 002263293.1 SKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPRFYDATEGWIKIDGIKVQDYSHDDLN 425
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NTDB id 65512 ANG RS03025 WP 025271651.1 NKVGYIPQKAVLFSGDIKSNLDFGQSNESPLDDEKMWAALDLAQARSFVEEKEDGLQSEVVQSGTNFSGGQKQRLAIARALARKP 498
NTDB id 369 SMU RS04255 WP 002263293.1 NKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKGLDTEVAQGGTNFSGGQKQRLAIARALARKP 510
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NTDB id 65512 ANG RS03025 WP 025271651.1 EILIFDDSFSALDYKTDRILREELAKKVKDTTRLIVAQRISTIMDADQILVLDKGKVVGQGTHKELLATTAVYQEIAYSQLSKEE 583
NTDB id 369 SMU RS04255 WP 002263293.1 EILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEE 595
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logo LENGK
NTDB id 65512 ANG RS03025 WP 025271651.1 LENGK 588
NTDB id 369 SMU RS04255 WP 002263293.1 LENGK 600
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