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NTDB id 420 DQL23 RS10740 WP 008808031.1 .MKVLVLEDTIEHQVRIENVFEEISRELNLEIKA.KVTGKIHEFKEYVESDEVNQLYFLDIDIKGEEQKGLEMAQFIRQHNPYAI 83
NTDB id 417 SGO RS10500 WP 008808031.1 .MKVLVLEDTIEHQVRIENVFEEISRELNLEIKA.KVTGKIHEFKEYVESDEVNQLYFLDIDIKGEEQKGLEMAQFIRQHNPYAI 83
NTDB id 545 H702 RS02385 WP 052071091.1 MIDIYVLEDNVNQQFRIEKMIGDLLETNQWETRHFDLFSEPDCLTN.LVEESFPQIFFLDIDIHGDNTKGIEVAKAIREKSRTAT 84
NTDB id 65503 ANG RS02270 WP 003038927.1 MITIFVLEDDFVQQSRMERTIKEVMKKNSWKYRRIHIYGKPNQLLESITERGSHQLFFLDIQIKNESKRGFEIAEEIRRKDPNAT 85
NTDB id 55 SMU RS08710 WP 002262114.1 MISIFVLEDDFLQQGRLETTIAAIMKEKNWSYKELTIFGKPQQLIDAIPEKGNHQIFFLDIEIKKEEKKGLEVANQIRQHNPSAV 85
NTDB id 542 H702 RS02345 WP 039696227.1 MLDIFILEDNITQQFRIERQIETIMERNHWEYQRLEAFAASKDIIKKADGQGNHQVFFLDLEIKGDEKQGLDVARSIREKDPTAI 85
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NTDB id 420 DQL23 RS10740 WP 008808031.1 IVFVTSHSEFATLTFKYKVSALDFIDKDINDNSFKKRVKDCIVYTRNNLIENTDIVDFFEYSFRGNEIRIPFRDILYIETTGSPY 168
NTDB id 417 SGO RS10500 WP 008808031.1 IVFVTSHSEFATLTFKYKVSALDFIDKDINDNSFKKRVKDCIVYTRNNLIENTDIVDFFEYSFRGNEIRIPFRDILYIETTGSPY 168
NTDB id 545 H702 RS02385 WP 052071091.1 IVFVTTHSEFMLLTYRAQVSALDFIDKTDKDDAIKDNLKKCLQKVFEDQ.GFNIPKEIFVFENNKTKIRIPLEDILYFETAE.SH 167
NTDB id 65503 ANG RS02270 WP 003038927.1 IVFVTTHSEFMPIIFQYKVAALDFIDKGLDERAFSRHVEEAINTVIEKQ.GRTVIEDSFNFETSLAMVQVPFHNILYFETSPTIH 169
NTDB id 55 SMU RS08710 WP 002262114.1 IVFVTTHSEFMPLTFQYQVSALDFIDKSLNPEEFSHRIESALYYAMENSQKNGQSEELFIFHSSETQFQVPFAEILYFETSSTAH 170
NTDB id 542 H702 RS02345 WP 039696227.1 IVFVTTHSEFMLLTYQSLVGAIDFIDKNMNDEAFGGRIELCLKEALKYQ.TGSFGENSYLFETAKARIRVAYDDILYFETSPTVH 169
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NTDB id 420 DQL23 RS10740 WP 008808031.1 KLRVVGKNFFKEFYGTIAEIQEQDKELGYFFSPHKSYLSNISNISGYDKKTKDVLYYDGHRSPISRLRVRYLKEILKAKSKKEEN 253
NTDB id 417 SGO RS10500 WP 008808031.1 KLRVVGKNFFKEFYGTIAEIQEQDKELGYFFSPHKSYLSNISNISGYDKKTKDVLYYDGHRSPISRLRVRYLKEILKAKSKKEEN 253
NTDB id 545 H702 RS02385 WP 052071091.1 RLKLITKTGQRHFYGSIKEVMQANQKL...FRCHKSYLINLNNIVRLDKKEGLVYFDDDKACYVSRKYIKDLRSKMENLK..... 244
NTDB id 65503 ANG RS02270 WP 003038927.1 KVILHTKNERMEFYARISEIEKVDKRL...YKCHQSYVVNLENILKVDKENGKVYFEDNEYCLVSRMRLKGLIDRIKKLQ..... 246
NTDB id 55 SMU RS08710 WP 002262114.1 KLCLYTYDERIEFYGSMTDIVKMDKRL...FQCHRSFIVNPANITRIDRKKRLAYFRNNKSCLISRTKLTKLRAVIADQRRAK.. 250
NTDB id 542 H702 RS02345 WP 039696227.1 RVILHTKTGQTEFYGTIAEVAKSDKRL...LKCHRSFVINVNNVTEFDKSTRTAYFENGSYCQVSRDKVKKLMAEMR........ 243
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