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NTDB id 1473 PAKAF RS24000 WP 003094694.1 ............MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRH 73
consensus **!*!!!! !***!***!!*!!** * * * *!* ** ***!!!!**!!!!*!!*!!*** *

logo

A
P
D
N
Q

L
TP I

VAMVLITAHYGNSALMEDI
N
TAVIAQSALKAGAFDYF ILVASTKPVDNSQLDGVHQRLDREGQMLLVAKQKSTALENRRLPQRKNSVPDEAHSEDEGTTEAGNAIPGLEGVDENKNSGLRL ILGEQRSLPTAPMIGQRAQVLR I

M
N

A
L
QIDGKRKI

L
VARS

NTDB id 1045 H0N27 RS16330 WP 168727019.1 PNTPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
NTDB id 65360 SUTH RS14960 WP 041100373.1 ADLPVAVITAHGSAENAVSALKAGAFDYIAKPVSLDQLRGMVKSALELPSPDSDG..GIGGESGLLGQSTAIGQVRMLIDRVARS 168
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consensus ***!*!**!!*!*** !* !!!!!!!!***!!! * !* ** *!! * ** * * * !*! ! ** **!* ! **!!!

logo QAPVFHYVITSGESGTSGKEVLAVANRLVIHERTQLSGANPR I
R
S

D
E
G
R
A
PF IVAP I

VNCGAIPESTNELMESELFFGYHRKKGASFTGAI
S
T

D
E
QDRKEQGFL IFHLQASVADHSGGSTLFLDE I

VADELP
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKIC 330
NTDB id 65360 SUTH RS14960 WP 041100373.1 LTMQVKLLRAIQEKRVRKVGATTEEAVDVRVICATHQDLKVLVEKGRFRQDLFYRLNVIELRMPALRECREDIPMLAQHILGRLA 338
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQSIQTTVAAPQAVKKLP 415
NTDB id 65360 SUTH RS14960 WP 041100373.1 RAADLEPPLLTAPALEALQGYPFPGNVRELENVMERALALMAGDRIDVVDLNLAPSQL...T................GATTSAV 404
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQE................GAASLSE 394
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 SEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 65360 SUTH RS14960 WP 041100373.1 GGSLQDHLDQVERQAILDALKQSNNNRTAAARLLGVTFRSLRYRMARLGMNE...... 456
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