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NTDB id 65143 GAVG RS05905 WP 009994318.1 MNLNDYLLNKHLLLVDDEQELLDMVVSILNEYGFYNITTAKSIKDAVEATQKLRPELAILDVMLPDGNGFELMKQIKQYSDCPIL 85
NTDB id 372 SMU RS05280 WP 002262198.1 ....MNYKEKKILILDDNPEILEMVQESLNIAGFNNLTGVQSKKEALEQLGKRSFDLAILDIMLPDGSGFEVLREIRKTSTIPVL 81
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NTDB id 65143 GAVG RS05905 WP 009994318.1 FLTACGEDEDKFKGFDLGADDYIVKPFLPKELTFRIMAILRRSYKSENPIVKLKNSQIDFSSAQVIKNNEHIQLTAKEYDLLSAL 170
NTDB id 372 SMU RS05280 WP 002262198.1 FLSAVSDIEKQYQGFELGADDYIVKPFRPKELELRILSILKRAYPEKDDTLILPTCQVNFSQALITKGELEIQLTAKEYSILKVL 166
consensus !!*!* * ! * !!*!!!!!!!!!!! !!!! !!* !!*! !* * * !* *!* !! ! * ! *!!!!!!!! *! !

logo YNRNAQGNCR IVTFIDAQLCLEAKTVWGALNQPYFQGYENSTLMMAHIRKR IREQKI EALNPSKQPEVCSLLVTVKGLGYKL IKVES
NTDB id 65143 GAVG RS05905 WP 009994318.1 YRNAGCIVTIDALCEATWGANPFGYENSLMAHIRRIREKIELNPSQPVSLVTVKGLGYKLIVE 233
NTDB id 372 SMU RS05280 WP 002262198.1 YNNQNRIVTFDQLLEKVWGLQYQGYENTMMAHIRKIRQKIEANPSKPECLLTVKGLGYKLKVS 229
consensus ! ! *!!! ! !*! !! ** !!!!**!!!!!*!! !!! !!! ! *!*!!!!!!!!! !
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