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NTDB id 369 SMU RS04255 WP 002263293.1 FTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGAVGVAVLIVFI 170
consensus !! !!!! ! *! * *!!* !! *!!*!!*!!!*!!*!* ! !!*!** * !!!!!!!**!! ! !!! ! !*!!*!* *

logo

A
M
I
L
S
V
I
V
L
MMAFMVAVFMPKRFQKRAQMVQASLTDANI

LNLSTVATRENSLTGLVRVVRAYNAEDYQDESTKFKTKRAENKENLTEKLTNQLFLTVNYRLVMASFLMMNPLVMNTTVI
V
M
S
N
SGLMTLA

NTDB id 65135 BBSC RS00880 WP 033516811.1 AIVIMMAMVMPKFKAMQALTDNINLVARENLTGLRVVRAYNAEDYQESKFTKANKELTETQLFTNRVMAFMMPLMNTIMNGLMLA 255
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NTDB id 65135 BBSC RS00880 WP 033516811.1 VYWIGAYLIDAA............GLKDKLTVFSNMVVFSNYSVQVIMSFLLMSMVFVLWPRADVSAQRIMEVLDTEPIVRNGTK 328
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NTDB id 65135 BBSC RS00880 WP 033516811.1 SLRDKIGYVPQQSVLFKGTVASNVSYGDQPGESSDVEMADTSTPAGRKREAELIAAGRAAEGADMPAEQLDRIKAAAGVAQASEF 498
NTDB id 369 SMU RS04255 WP 002263293.1 DLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDD..................................AKIWEALELAQAKNF 473
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NTDB id 65135 BBSC RS00880 WP 033516811.1 VERMDGEYSAAIAQGGSNVSGGQKQRLSIARAVYRHPEILIFDDSFSALDFKTDREVRDALAREAKDSTKLIVAQRIGTIMNADR 583
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