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NTDB id 65098 BBAG RS07225 WP 003825034.1 MLRIMRYLSKAEIGQMLIALVSIVGQIWLDLTLPDYMSDITTLVETPGSTMHDIWVAGGKMLLVSLGSVACAIVTGYIAARVGAS 85
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLASRTAAS 85
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NTDB id 65098 BBAG RS07225 WP 003825034.1 FSQRLRSLEFNKVESFGPAEMSRFSTASLITRSTNDITQIQMFITMGLMMIVKSPIMAVWAICKIAGKGFEWTVATGIAVVVLMA 170
NTDB id 369 SMU RS04255 WP 002263293.1 FTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGAVGVAVLIVFI 170
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NTDB id 65098 BBAG RS07225 WP 003825034.1 AICVIMFFVMPKFKAMQRLTDNINLVARENLTGLRVVRAYNAEDYQEAKFTKANKELTDTQLFTNRAMAIMMPLMNTIMNGLMLA 255
NTDB id 369 SMU RS04255 WP 002263293.1 MLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSLMNPVMTVVSSGLTLA 255
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NTDB id 65098 BBAG RS07225 WP 003825034.1 VYWIGACLIDAA............DLTDKLTTFANMVVFSSYSVQVIMSFLLMSMVFVLWPRADVSAQRVLEVIDTKPLITDGTH 328
NTDB id 369 SMU RS04255 WP 002263293.1 IYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALVSAKRINEVLALNSSVHFKEY 340
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NTDB id 65098 BBAG RS07225 WP 003825034.1 TEGEPGKQGEIEFRNVSFTYPDSRKAMLEGISFTAKKGQTVAFIGSTGSGKSSLINLVPRFYDATQGQVLVDGVDVRDYTLKALR 413
NTDB id 369 SMU RS04255 WP 002263293.1 SKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPRFYDATEGWIKIDGIKVQDYSHDDLN 425
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NTDB id 65098 BBAG RS07225 WP 003825034.1 DKIGYVPQQSFLFKGTIASNVSYGDKSGSKSGSEEAGTDADMANVRKACEVAQATEFVEKKDNTYESSIAQGGSNVSGGQKQRLS 498
NTDB id 369 SMU RS04255 WP 002263293.1 NKVGYIPQRAVLFSGTIRSNIAFGQSDQAP.........LDDAKIWEALELAQAKNFVEEKEKGLDTEVAQGGTNFSGGQKQRLA 501
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NTDB id 65098 BBAG RS07225 WP 003825034.1 IARAVYRHPEILIFDDSFSALDFKTDRAVRDALAKEAKDSTKLIVAQRIGTIMNADRIVVLDQGKVVGQGTHEELLDNCDVYRQI 583
NTDB id 369 SMU RS04255 WP 002263293.1 IARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLDQGKVVGQGTHKELLANNDIYQEI 586
consensus !!!!* !*!!!!!!!!!!!!!!*!!!! *! !!! !* !!!!!!!!! !!! !!*!*!!!!!!!!!!!!! !!! !*!*! !



logo AQYSQLSEKDEELEKHNGK
NTDB id 65098 BBAG RS07225 WP 003825034.1 AQSQLSEDELKH.. 595
NTDB id 369 SMU RS04255 WP 002263293.1 AYSQLSKEELENGK 600
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