
logo MDAKKYLDHVYHVL IVRNIKI LKKTGKRKLDERVF IG I LLV ITI LP I
VLLKI FLGFTLKTTL I LTFVYLGSVLSLPATIMYESKMDKF

NTDB id 65050 MMOS7 RS00375 WP 119720490.1 MDAKKYLDHVYHVLIVRNIKILKKTGKKLDERVFIGILLVITILPVLLKIFLGFTLKTTLILTFVYLGSVLSLPAIMYESKMDKF 85
NTDB id 57 MMJJ RS05245 WP 104837972.1 MDAKKYLDHVYHVLIVRNIKILKKTGRKLDERVFIGILLVITILPILLKIFLGFTLKTTLILTFVYLGSVLSLPTIMYESKMDKF 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!

logo DKNIPKALYVMVLSLDSGRSVVEAINEVIRSGIPEVDVVFSKI
VVTVLMTERKLSFEDAMI LVSNSLDSKI FRQVGRL I I ENRKYGG

NTDB id 65050 MMOS7 RS00375 WP 119720490.1 DKNIPKALYVMVLSLDSGRSVVEAINEVIRSGIPEVDVVFSKVVVLMTERKLSFEDAMILVSNSLDSKIFRQVGRLIIENRKYGG 170
NTDB id 57 MMJJ RS05245 WP 104837972.1 DKNIPKALYVMVLSLDSGRSVVEAINEVIRSGIPEVDVVFSKIVTLMTERKLSFEDAMILVSNSLDSKIFRQVGRLIIENRKYGG 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ELADTLKKLAKTLDEDLQNLKSQLLSVTANGLAVGL I I LCGVIPATAGL IGGYLTVI SQLAPTMPSVEASQI SKAI ETIQFMGSGLF
NTDB id 65050 MMOS7 RS00375 WP 119720490.1 ELADTLKKLAKTLEDLQNLKSQLLSVTANGLAVGLIILCGVIPATAGLIGGYLTVISQLAPTMPSVEASQISKAIETIQFGSGLF 255
NTDB id 57 MMJJ RS05245 WP 104837972.1 ELADTLKKLAKTLDDLQNLKSQLLSVTANGLAVGLIILCGVIPATAGLIGGYLTVISQLAPTMPSVEASQISKAIETIQMGSGLF 255
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!

logo GLFFAVPLFGLKVNRMI ITCAVCMTFAIGTFYAVLRLTGLLFA
NTDB id 65050 MMOS7 RS00375 WP 119720490.1 GLFFAVPLFGLKVNRMIITCAVCMTFAIGTFYAVLRLTGLLFA 298
NTDB id 57 MMJJ RS05245 WP 104837972.1 GLFFAVPLFGLKVNRMIITCAVCMTFAIGTFYAVLRLTGLLFA 298
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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