
logo MFGFDNL I LGVYLFNFLL I LTATYTDIKER I IPHFVI I LML IVNLP I
LGYYFFGFDAITSFFATL I LCL I LGVGMGGGDVKMFTAL

NTDB id 65038 MMKA1 RS01265 WP 146777936.1 MFGFDNLILGVYLFNFLLILTATYTDIKERIIPHFVIILMLIVNLPIGYYFFGFDAITSFFATLILCLILGVGMGGGDVKMFTAL 85
NTDB id 56 MMJJ RS04105 WP 104838584.1 MFGFDNLILGVYLFNFLLILTATYTDIKERIIPHFVIILMLIVNLPLGYYFFGFDAITSFFATLILCLILGVGMGGGDVKMFTAL 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SPLFAAETIYFVPKDNI L I L IGLSALFAAI FPMTKI LKNYWKDI IVPSSAYLAML IG I IVS ITE IYS IGNTKTI LW IY I I LS I F I SR
NTDB id 65038 MMKA1 RS01265 WP 146777936.1 SPLFAAETIYFVPKDILILIGLSALFAAIFPMTKILKNYWKDIIPSSAYLAMLIGIIVSITEIYSIGNTKTILWIYIILSIFISR 170
NTDB id 56 MMJJ RS04105 WP 104838584.1 SPLFAAETIYFVPKNILILIGLSALFAAIFPMTKILKNYWKDIVPSSAYLAMLIGIIVSITEIYSIGNTKTILWIYIILSIFISR 170
consensus !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KIPKYR I I SNKLGYITP IYLVGFYLLNPAYFVSENVL I SFFVYIGQLSL I SLV IYALTGAE I SSKKQI SDLKEGDI IRDIVTIKE
NTDB id 65038 MMKA1 RS01265 WP 146777936.1 KIPKYRIISNKLGYITPIYLVGFYLLNPAYFVSENVLISFFVYIGQLSLISLVIYALTGAEISSKKQISDLKEGDIIRDIVTIKE 255
NTDB id 56 MMJJ RS04105 WP 104838584.1 KIPKYRIISNKLGYITPIYLVGFYLLNPAYFVSENVLISFFVYIGQLSLISLVIYALTGAEISSKKQISDLKEGDIIRDIVTIKE 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NGEVTVENANI LKRFKHMIYGEMGKLEGKSLMTDGEGLSDNENLELLNKLQNEGKIGGELNVLTTYPFVPFVLVAYCVITI
LLNMGF

NTDB id 65038 MMKA1 RS01265 WP 146777936.1 NGEVTVENANILKRFKHMIYGEMGKLEGKSLMTDGEGLSNENLELLNKLQNEGKIGGELNVLTTYPFVPFVLVAYCVITILNMGF 340
NTDB id 56 MMJJ RS04105 WP 104838584.1 NGEVTVENANILKRFKHMIYGEMGKLEGKSLMTDGEGLSDENLELLNKLQNEGKIGGELNVLTTYPFVPFVLVAYCVITLLNMGF 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!

logo INYLVG
NTDB id 65038 MMKA1 RS01265 WP 146777936.1 INYLVG 346
NTDB id 56 MMJJ RS04105 WP 104838584.1 INYLVG 346
consensus !!!!!!
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