U ISR ERIDORLACR Loy Ay AL LA DI 5

P Y BV ¥ SN 1\s AR
NTDB id 602 KW2 RS03060 WP 011834647.1 julepg® PIHVIEQ SRGER YDIYSRLLKDRIIMLTGPVED@EMANS ITAQLLFLDAQDNTKDIYLYVNTPGGSVSAG 75
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NTDB id 602 KW2 RS03060 WP 011834647.1 LATVDTMNFIKBIDVQTIVMGMAASMGT IASSGKGKRFMLPNAEYIHQPMGGGGTQQTDMAIAELLKTR Q 155
NTDB id 611 V4T04 RS07970 WP 003129593.1 LAIVDTMNFIKSDVQTIVMGMAASMGT IASSGWKGKRFMLPNAEYMIHQPMGGTGERIGTQQTDMAINAE[RLLKTRISULEM 155
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NTDB id 244 SPR RS03300 WP 000613477.1 LAIVDTMNFIKINDVQTIVMGMAASMGT IASSGMKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRU\EN 152
NTDB id 242 SP RS03655 WP 000613477.1 LATVDTMNFIKEADVQTIVMGMAASMGT IASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRNMA 152
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NTDB id 602 KW2 RS03060 WP 011834647.1 H DAERDEIWMJAINETLEYGFIDEIMINNS 199
NTDB id 611 V4T04 RS07970 WP 003129593.1 H DAERDEBIWMJAINETLEYGFIDEIMIANNK] 199
NTDB id 330 STU RS11365 WP 002949732.1 HWDAERDNWMSARETLEYGFIDETIMpYN N 196
NTDB id 298 STER RS01925 WP 002949732.1 HWDAERDNWMSARETLEYGF IDEIMJ§N N|e} 196
NTDB id 282 KZH43 RS03215 WP 000613477.1 HIADAERDNWMSARETLEYGFIDEIMIANNK] 196
NTDB id 246 SPD RS03495 WP 000613477.1 HIADAERDNWMSARETLEYGFIDEIMIANNHS 196
NTDB id 244 SPR RS03300 WP 000613477.1 HIADAERDNWMSARETLEYGFIDEIMIANNE] 196
NTDB id 242 SP RS03655 WP 000613477.1 HIADAERDNWMSARNETLEYGFIDEIMIANNK 196
NTDB id 64793 SCAZ3 RS07025 WP 003046875.1 DAERDMWMSAIRETLINYGF IDE I MJ2AN NI 196
NTDB id 446 SpyM6JRS4 RS01695 WP 002985850.1 DAERDMWMSAIRETLIAYGF IDE I MJ2AN NJ 196
NTDB id 445 SPYM3 RS01720 WP 002985850.1 DAERDMWMSAIRETLINYGF IDE I MJ2N NI 196
NTDB id 376 SMU RS07595 WP 255262720.1 DAERDWMEAETLYGFIDEIMNN 204
NTDB id 1223 Cj0192c YP 002343650.1 DWERDIY - MS ANEJSUE Y GIRI DI 1B 65120 G 194
NTDB id 86 BSU 34540 NP 391334.1 Dy RDIY KEALKLTHTED.K 197
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