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o YW RS A e TR A BTEN 5

M@ IITF IF[§ V JYHEFGHF FAK SGILVREFAIGMGPKIF H|{MJN] GT YT RILPLGGYVRMAGWG DISTEIKTG PAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS

e T

LTLNPANGI®V RINLS[NS)Y DI¥T LPMNVT YDLEDKL ITGLVLPEATKTYJAVDHDATIVEEDGTE RIAPMDVQYQNASI[§GRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLTI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI

L

TNFAGPMNNFILG ' 'VFI LiYF QGG gDy Niz| jHV[IMGAALYY GL  PRDET ‘NI NNEIKVRIDWERNLIRNA ' [oggy - G INey S
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL

o TRt e S sV EL LA e AL ATA AT UKLV B9, S

VTHKEREENTEY KPQK[MeWN YL GVIESAL KTGIRDK  18GGIARAWRIG AN I LAFALKGLITIAF SLNKLGGPVAM QIRSRKIQA
SVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

SVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS
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NGLYS LELM MLSINLGIFNLIPIPALDGGKI MNIIEAIRRKPLIYQEME YITLEGVA MVVLMIAVTWNDIMRYFF 419
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
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