
logo MLNKI
LENKLVTGGYLANIPVLKEDVSTFSEVGANDGELVGL IGLNGAGKSTTINE I IGFLLKTPYKGGEQI SA IDGLTLIAQEQNDPADSYRKQKIGFYIPETPSL

NTDB id 64762 SCAZ3 RS02220 WP 003044963.1 MLNIENLTGGYLNIPVLKEVSFSVGNGELVGLIGLNGAGKSTTINEIIGFLKPYKGEISIDGLTLAENPADYRKKIGFIPETPSL 85
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIPETPSL 85
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIPETPSL 85
consensus !!**!**!!!!*!!!!!!*!*!*!**!!!!!!!!!!!!!!!!!!!!!!!*!*!!*!*!*!!!!!****!!*!!*!!!*!!!!!!!

logo YEELTLAREHI
L
N
ETVALMAYDGI

LDVETLEAGQMAKVRAKDPKFYLDKMLFRLTDDEKLDWFPVTHQFSKGMKQKVMI ICAFVI IVDNPSLF I LVDEPFLGLDPLAI SD
NTDB id 64762 SCAZ3 RS02220 WP 003044963.1 YEELTLAEHINTVAMAYDIDVELAQKRAKPFLDMFRLTDKLDWFPVHFSKGMKQKVMIICAFVIDPSLFILDEPFLGLDPLAISD 170
NTDB id 473 HSISS4 RS07770 WP 021143710.1 YEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPFLGLDPLAISD 170
NTDB id 481 STER RS07730 WP 002951673.1 YEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPFLGLDPLAISD 170
consensus !!!!!!*!!**!!*!!!**!!**** !!***!**!!!**!!!!!!**!!!!!!!!!!!!!!!***!!!!!*!!!!!!!!!!!!!!

logo L IKETLLEAI
EEKANKGKAS I LMSTHVLDSAEKMCDRFVI LHHGQI

V
R
LAQGTI

L
A
D
EELQRAQTFGDDPSSASLNDIYLMAQLTKEGGELS

NTDB id 64762 SCAZ3 RS02220 WP 003044963.1 LIKTLEIEKAKGKSILMSTHVLDSAEKMCDRFVILHHGQVRAQGTLAELQATFGDPSASLNDIYLALTKEG.. 241
NTDB id 473 HSISS4 RS07770 WP 021143710.1 LIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKGELS 243
NTDB id 481 STER RS07730 WP 002951673.1 LIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGDSSASLNDIYMQLTKGELS 243
consensus !!**!**!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!**!!**!!!! !!!!!!!!**!!!****

X non conserved

X similar

X ≥ 50% conserved


