
logo MS
TDNRSTHLEEKKYTWDLSTTI FATDAEDMWEATEVYESQSLTTVQTDLVEKAKASKSAEFYAGHLLDSASAKNLLGKAITEKLTYLMESLAMRRLVEKI

VYVYAHSMKNDQDTTV
NTDB id 64754 SCAZ3 RS00770 WP 003044166.1 MTDNRSHLEKKYTWDLSTIFATDEMWEAEVSQLTTDVEASKEFAGHLLDSSANLLKITKTYLELARRVEKVYVYAHMKNDQDTTV 85
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKNDQDTTV 85
consensus !*!!!*!!! !!!!!!*!!!!!! !! ! !* *!!!!!!! !!! ! !* ! !!*!!*!!!!*!!!!!!!!!

logo

A
G
K
LYQEYQAKASGNLYASKQFLSEAVFASFYFYDEPEFVMATLDSDQEKDKLYAQETFKLETEQETPEGLGKGLYDNHFYFDEKRLFLAQANKRDEHVLSQAEAEEELLAAGAGQDE I FNGAPETDET

NTDB id 64754 SCAZ3 RS00770 WP 003044166.1 AKYQEYQAKASGLYAKFSEVFSFYDPEVMTLSQEDYQTFLTETPELKGYNHFFDKLFQAREHVLSQAEEELLAGAQEIFNGAEET 170
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAAGDIFNGPTDT 170
consensus * !!!!!!!!! !! !! ! ***!! ! ! ! ! ! ! !*!**! **!!!!! !!!!!*! *!!!!* *!

logo FNS IVLDNADI LVFPTWVKSDNDGKQGDEDVVELTHGNF I STLMESKDRDS IVRKQAGAYEAMYGSTYEQFQHTYAKQTLQGTNVVKVHQNYKQAKRVHRHKYNSARHQA
NTDB id 64754 SCAZ3 RS00770 WP 003044166.1 FSILDNADIVFPTVKNDKGEDVELTHGNFISLMESKDRSVRQAAYEAMYSTYEQFQHTYAKTLQTNVKVQNYKARVHKYNSARQA 255
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVHNYQAKVRHYNSARHA 255
consensus ! *!!!!!!*!! ! !* !!!!!!!!!*!!!!!!! *! *!!!!!! !!!!!!!!!! !!! !!!*!! !*!**!!!!!*!

logo ALMAANF IPEASVYDSTLLESTVNKHLPLLHHRYLDKLRKQEKVLGLDELKMYDVYTPLSETDELTAI
L
G
TYDEEASLEKKAEEKVLAI

VFGEKDEYASDKGRVHARA
NTDB id 64754 SCAZ3 RS00770 WP 003044166.1 AMAANFIPEAVYDTLLETVNKHLPLLHHYLKLRQEVLGLDELKMYDVYTPLSETDLAIGYDEALEKAEKVLAVFGKDYADRVHRA 340
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLKKAEEVLAIFGEEYSKGVHAA 340
consensus !*!!!!!!! !!!*!!!*!!!!!!!!!*!! !! !!!!!!!!!!!!!!!!!!!* !* !*! ! !!! !!!*!! *! !! !

logo FTERWIDVHPVNKGKRSGAYSGGASYDTNAFMLLNWQDTLDNLFYTLVHETGHSLHSTFTREQTQPYVYGDYPS I FLAE IASTTNENI LMT
NTDB id 64754 SCAZ3 RS00770 WP 003044166.1 FTERWIDVHVNKGKRSGAYSGGSYDTNAFMLLNWQDTLDNLYTLVHETGHSLHSTFTRETQPYVYGDYSIFLAEIASTTNENIMT 425
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTTNENILT 425
consensus !!!!!!!!!*!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!! !!!!!!!!!*!!!!!!!!!!!!!!*!

logo EATLLKNEVKQDDEKETRFAI LNHYLDGFKRGTVFRQTQFAEFEHAIHEQADAQKSGEQI
VLTASDEFYLMNKQLYADLNEKYYGNLKSAKEDNHYEF IQFYEWAER I

NTDB id 64754 SCAZ3 RS00770 WP 003044166.1 EALLNEVQDEKERFAILNHYLDGFRGTVFRQTQFAEFEHAIHQADQKGEVLTSEYLNQLYADLNEKYYGLSKEDNHFIQYEWARI 510
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERI 510
consensus ! !! !! !*! !!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !! ! *!! ***! !!!!!!!!!! ! !!!* !!*!! !!

logo PHFYMYNYYVYQYATGFAAASYLADEKIVHGTEQDEDI
K
D
E
A
HYLATYLKASGNSSDYPLEVIAKKAGVDMATKNGTDYLDEAAFKVFEDERL IVELEALVAE

NTDB id 64754 SCAZ3 RS00770 WP 003044166.1 PHFYYNYYVYQYATGFAAASYLADKIVHGTQDDIDHYLAYLKSGNSDYPLEVIAKAGVDMAKGDYLEAAFKVFEERLIELEALVA 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 PHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVE 595
consensus !!!! !!!!!!!!!!!!!!!!!!*!!!!!! *! **!! !!! ! !!!!!!!! !!!!!! !!!*!!!!!!!*!!*!!!!!!



logo KGVHLRS
NTDB id 64754 SCAZ3 RS00770 WP 003044166.1 KGVHR. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KGVHLS 601
consensus !!!! *

X non conserved

X similar

X ≥ 50% conserved


