
logo MKKYEQAI I FYKDKLEEDR I LSKDGHYYQEMGDFYLPPTEMELASQTATYAEASSRDNTVRKALQSLLNTKAGFL IKTKTKVQGRGI
SQI

V IKHREHQRI LNFP I
VSEQLTSYQEL

NTDB id 64598 STRIC RS09980 WP 040832383.1 MKKYQAIYKDLEERISKDYYQEGDFLPTEMELATAYEASRNTVRKALSLLNKAGLITKKQGRGIQVIKHHQILFPISELTSYQEL 85
NTDB id 440 SMU RS09330 WP 002273717.1 MKKYEIIFKKLEEDILKGHYQMGDYLPPEMELSQTYASSRDTVRKALQLLTKAGFIKTVQGRGSQIIKRERINFPVSQLTSYQEL 85
consensus !!!! !*! !!! ! ! *!! !!*!!*!!!! ! !! !!!!!! !! !!! ! !!!! !*!!** ! !!*! !!!!!!!

logo VKTQYFLNQMDNSVKTNVIA IDKL IVDEQKLSTKLTGFESNVKNGSLVWR ITRQRVI
V
D
EGVAS IVLDI

TDYLDYKAEKL IVPHLMTRE IAEHS IYDHYLEKNDQLHKLAD
NTDB id 64598 STRIC RS09980 WP 040832383.1 VTYFNMDSKTNVIAIDKLIVDQKLSKLTGFSVNSLVWRITRQRVVEGVASVLDIDYLYKEKVPLMTREIAEHSIYHYLEKDLHLA 170
NTDB id 440 SMU RS09330 WP 002273717.1 VKQLQMNVKTNVIAIDKLIVDEKLTKLTGFENKGLVWRITRQRVIDGVASILDTDYLDKALIPHMTREIAEHSIYDYLENQLKLD 170
consensus ! *! !!!!!!!!!!!!! !!*!!!!! !!!!!!!!!!**!!!!*!! !!! ! *!*!!!!!!!!!!!*!!! !*!

logo IADFYALQKEI IVTIDQVSTDQKRDKI LLDLDGSDENQHVVSVKSKVYLSNNQDQQFQFTESRHKLEKFKRFLVDFARRHQPRDK
NTDB id 64598 STRIC RS09980 WP 040832383.1 IDFALKEVTIDQVTDRDKILLDLGSDQHVVSVKSKVYLSNNDQFQFTESRHKLEKFKFLDFARRQPK 237
NTDB id 440 SMU RS09330 WP 002273717.1 IAYAQKIITIDQVSQKDKILLDLDSENHVVSVKSKVYLSNQQQFQFTESRHKLEKFRFVDFARRHRD 237
consensus ! *! ! *!!!!!* *!!!!!!! !**!!!!!!!!!!!!!* !!!!!!!!!!!!!!*!*!!!!!**
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