
logo MKKYI LNLR I
TLRSLVLSVIAFMVVTALTYTIVIYTLMVPTRSRL I FKRQDPNYNKMITATKTPADKSKADNYENLTTI FYQERLMGYINDYYNDSTSKELRQNEKVALSKSLDKS

NTDB id 64593 STRIC RS09730 WP 008090071.1 MKKYILNRILRSLVSVAMVTALTYTIVYTLVPTSLIFKQDPNYNKMTTTPDKKADYENLTFQRMGYINYYNSSELRNKVLK.... 81
NTDB id 476 HSISS4 RS06995 WP 013990225.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERMGYIDYYDTKELQEKASSLDKS 85
NTDB id 293 STER RS06925 WP 011681416.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKASSLDKS 85
NTDB id 325 STU RS16125 WP 002946410.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKASSLDKS 85
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NTDB id 64593 STRIC RS09730 WP 008090071.1 ..ENGATSDKSSYEKYVNKLGNGWKLKTLPVSKKFYATRSIPIYERVWNFFSNLIVVDHPWKIQDKENPKLERYVRFENDKAIGW 164
NTDB id 476 HSISS4 RS06995 WP 013990225.1 VTTKPTKENKAIYQKYVDSLGHGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW 170
NTDB id 293 STER RS06925 WP 011681416.1 VTTKPTKENKAVYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW 170
NTDB id 325 STU RS16125 WP 002946410.1 VTTKPTKENKAIYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW 170
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NTDB id 64593 STRIC RS09730 WP 008090071.1 SLVGSGTKHKYLLYVNGKFPYLHQNIVTLNLGTSYPTYSNIPVLQVISQGQGKTHIQDVTFPSGITKKSSVDIYSRTYRNPSTID 249
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTQSSEVNFPTGK.KVSSVDIYSRTYKSPSQAD 254
NTDB id 293 STER RS06925 WP 011681416.1 SVVGSGTKHKYLLYFNGQFPFVHQNFVKMNLGTSYPTYAGQGVLDVITQGQGQTKSSVVNFPTGK.KISSVDIYSRTYKSPSQAD 254
NTDB id 325 STU RS16125 WP 002946410.1 SVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTKSSVVNFPTGK.KISSVDIYSRTYKSPSQAD 254
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NTDB id 64593 STRIC RS09730 WP 008090071.1 DLTKNNYGKNDAYTRTINNYADPSMIHNSFVIGFFGVLISYIIGLPLGLFMARFKNTYFDRFSTATMTFMLALPSIAVIYVVRFI 334
NTDB id 476 HSISS4 RS06995 WP 013990225.1 ARDRSYYG.DDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMARFKNTLFDSVSTGILTFLLSLPTIALVYIIRLI 338
NTDB id 293 STER RS06925 WP 011681416.1 ARDRSYYG.NDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTLFDSVSTGVLTFLLSLPTIALVYIIRLI 338
NTDB id 325 STU RS16125 WP 002946410.1 ARDRSYYG.NDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTIFDSVSTGVLTFLLSLPTIALVYIIRLI 338
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logo GSAE IGLPDSFPMI LGASGDPWRSYVLPASVI LG I
LLGS ITPVGTLVAIWFIRRYLMVIDLQASSQDW

FVRFARAKGLSESQE IYSKNDKHLI FLKNAMVPS ILVSGIPA
NTDB id 64593 STRIC RS09730 WP 008090071.1 GSAIGLPDSFPMLGASDPRSYVLPAVILGILGIPVTVIWFRRYLVDLQASDWVRFARAKGLSESEIYKDHLFKNAMVPIVSGIPA 419
NTDB id 476 HSISS4 RS06995 WP 013990225.1 GSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGLSEQEISNKHIFKNAMVSLVSGIPA 423
NTDB id 293 STER RS06925 WP 011681416.1 GSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGLSEQEISNKHILKNAMVSLVSGIPA 423
NTDB id 325 STU RS16125 WP 002946410.1 GSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGLSEQEISNKHILKNAMVSLVSGIPA 423
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logo S I IVLSGAVI STGATLTETVI FAFYPGMGKML IDS IVKRSAASNNSAMI
VVGLTVF I FTVALTS I IFSLLLVGDIALMTLMIVIDPR IKLSTASKKGGGKK

NTDB id 64593 STRIC RS09730 WP 008090071.1 SIILAISGATLTETVFAFPGMGKMLIDSIKSANNSMIVGLTFIFTVLSIISLLLGDIAMTLVDPRIKLSAKKGGK 494
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SIVSVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALTIFSLLVGDILMTMIDPRIKLTSKGGK. 497
NTDB id 293 STER RS06925 WP 011681416.1 SIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGGK. 497
NTDB id 325 STU RS16125 WP 002946410.1 SIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGGK. 497
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