
logo

MNN
M
S
T
K
N
K
H
S
L
L
S
K
H
K
N
T
P
S
F
V
F
Y
L
KKGTWLF IKQPVLFL ILVYVLI FLVALVITGSF IFLGSGVAAIMLASGFTSLWFGITSMFI SNTSWYQFILKSTGPTQNPTKHKQSQTSAEFSVDTSNTNDNNSVQSNGKNKTNATSSTVTIVSTKNTQVTI

S
T
AYDNKTNKSTESTNNSTTEKQAVDKNNKVQKNDTAVVSVINTYQSEKAI

S
T
N

NTDB id 425 SGO RS10525 WP 012131081.1 ..MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNN.QKTATTVTTSYKNSNSTTEAVDKVKDAVVSVITYSES 82
NTDB id 539 SM12261 RS09395 WP 000681587.1 ..MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST.S.NNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSAN 81
NTDB id 256 KZH43 RS10270 WP 000681597.1 ..MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S.NNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSAN 81
NTDB id 215 SPD RS10945 WP 000681597.1 ..MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S.NNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSAN 81
NTDB id 181 SPR RS10425 WP 000681597.1 ..MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S.NNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSAN 81
NTDB id 145 SP RS11450 WP 000681597.1 ..MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S.NNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSAN 81
NTDB id 64573 SPB RS09965 WP 003108843.1 ..MSK.LKSVL...KVFLYLLAGFIGGVMAFFIMNSIKPTQQSDNDNVSKTTSTSKVTYNNTTSTTKAVKKVQDAVVSVINYQKI 79
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTK.SHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSFSN...NGKTTVSNVIYDTKSNTTKAVKNVKNTVVSVINYQKT 81
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NTDB id 425 SGO RS10525 WP 012131081.1 NSDA......IFDN...NNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDTYSDISVVR 158
NTDB id 539 SM12261 RS09395 WP 000681587.1 RQNS......VFGN...DDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVK 157
NTDB id 256 KZH43 RS10270 WP 000681597.1 RQNS......VFGN...DDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVK 157
NTDB id 215 SPD RS10945 WP 000681597.1 RQNS......VFGN...DDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVK 157
NTDB id 181 SPR RS10425 WP 000681597.1 RQNS......VFGN...DDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVK 157
NTDB id 145 SP RS11450 WP 000681597.1 RQNS......VFGN...DDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVK 157
NTDB id 64573 SPB RS09965 WP 003108843.1 DTASSDNYNSLFGDSSESKQTDDGLAIFSEGSGVIYKKDGKDAYIVTNNHVIDGAKRIEILLADGSKIVGTLIGSDTYSDLAVVK 164
NTDB id 381 SMU RS09890 WP 002262650.1 DNS....YYNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDTYSDLAVIK 162
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NTDB id 425 SGO RS10525 WP 012131081.1 IPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTDAAINPGNSGGPLVNIQ 243
NTDB id 539 SM12261 RS09395 WP 000681587.1 ISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQ 242
NTDB id 256 KZH43 RS10270 WP 000681597.1 ISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQ 242
NTDB id 215 SPD RS10945 WP 000681597.1 ISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQ 242
NTDB id 181 SPR RS10425 WP 000681597.1 ISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQ 242
NTDB id 145 SP RS11450 WP 000681597.1 ISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQ 242
NTDB id 64573 SPB RS09965 WP 003108843.1 VSSEKIKSVAKFADSTKINIGEVAIAIGSPLGTEYANSVTEGIVSSLSRTVTLKNEEGKTVSTNAIQTDAAINPGNSGGALINVE 249
NTDB id 381 SMU RS09890 WP 002262650.1 ISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAAINPGNSGGALINIK 247
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NTDB id 425 SGO RS10525 WP 012131081.1 GQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSSSDRLKLPDNVKNGVVVRS 326
NTDB id 539 SM12261 RS09395 WP 000681587.1 GQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSDIRRLNIPSNVTSGVVVRS 323
NTDB id 256 KZH43 RS10270 WP 000681597.1 GQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVRS 323
NTDB id 215 SPD RS10945 WP 000681597.1 GQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVRS 323
NTDB id 181 SPR RS10425 WP 000681597.1 GQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVRS 323
NTDB id 145 SP RS11450 WP 000681597.1 GQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVRS 323
NTDB id 64573 SPB RS09965 WP 003108843.1 GQVIGINSSKISSTNE..AGGAVEGMGFAIPSNDVVKIINQLEEKGEVIRPALGISMVNLGDLSTSALSQLNVPKEVTSGIVVAT 332
NTDB id 381 SMU RS09890 WP 002262650.1 GQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSGRDTLKIPSDVTSGIVVLS 332
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NTDB id 425 SGO RS10525 WP 012131081.1 TQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKLTKSTDDLSSE 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 VQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLDKSSGDLES. 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 VQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 215 SPD RS10945 WP 000681597.1 VQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 181 SPR RS10425 WP 000681597.1 VQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 145 SP RS11450 WP 000681597.1 VQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 64573 SPB RS09965 WP 003108843.1 VTEDMPATDKLKQYDIITAIDGEEVKTTSDLQSALYGHDINDEVKITFYRGNEKKTVTVKLTKTTKDLEK. 402
NTDB id 381 SMU RS09890 WP 002262650.1 TQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQLTKTSQDLNH. 402
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