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NTDB id 64568 SPB RS09100 WP 076751810.1 MKNGIKLLISWLQKDISLKKKGKKKRLSSKKQYQLIQLLHNLQASGFNLVEMVSFLKKSKLISEEQVKIMEFHMLNGSSLSKIML 85
NTDB id 587 KW2 RS10850 WP 042211510.1 ...........MQTDILRLLRPKGKKLALIKQAKLIQLMGNLLNNGFNLGEVINFLALSKLVEKEFVFKMHQGLSSGKSLSEILE 74
NTDB id 395 FSA28 RS09400 WP 257638827.1 ........MTFLQQDISLKEKHKQKKLKIKKQRKVIQLFNNLFTSGFNLTEIIDFLERSHLLAEIYTKKMRQGLLNGLHLAEIMS 77
NTDB id 386 SMU RS09030 WP 255262721.1 ........MTFLQQDISLKEKHKQKKLKIKKQRKVIQLFNNLFTSGFNLTEIIDFLERSHLLAEIYTKKMRQGLLNGLHLAEIMS 77
NTDB id 430 SGO RS09415 WP 012130941.1 .......MISFLQQDISILSKQKQKKLGTSKQKQVIELFNNLFSSGFHLAETVDFLGRSALLEKNYVQQMRQGLANGQAFSEIMA 78
NTDB id 271 KZH43 RS09260 WP 074196785.1 .............MDISQVFRLRRKKLATAKQKNIITLFNNLFSSGFHLVETISFLDRSALLDKQCVTQMRVGLSQGKSFSEMME 72
NTDB id 230 SPD RS09890 WP 074196785.1 .............MDISQVFRLRRKKLATAKQKNIITLFNNLFSSGFHLVETISFLDRSALLDKQCVTQMRVGLSQGKSFSEMME 72
NTDB id 196 SPR RS09425 WP 074196785.1 .............MDISQVFRLRRKKLATAKQKNIITLFNNLFSSGFHLVETISFLDRSALLDKQCVTQMRVGLSQGKSFSEMME 72
NTDB id 161 SP RS10375 WP 074196785.1 .............MDISQVFRLRRKKLATAKQKNIITLFNNLFSSGFHLVETISFLDRSALLDKQCVTQMRVGLSQGKSFSEMME 72
NTDB id 529 SMSK321 RS09235 WP 080550783.1 .............MDISQVFRLKRKKLATAKQKNIITLFNNLFSSGFHLVETISFLDRSALLDKQCVTQMRTDLSQGKSFSEMME 72
NTDB id 501 SM12261 RS00950 WP 004238896.1 .............MDISQVFRLKRKKLATAKQKNIITLFNNLFSSGFHLVETISFLDRSALLDKQCVTQMRAGLSQGKSFSEMME 72
consensus *!!********!*!***!!***!*!**!!***!!*!*!***!!**!*!********!* ****!********

logo

D
SLSGYCFPSKDSNSDAVI IVTQLASLVSAELVHGNI

T
L
L
S
V
Q
H
G
K
L
A
T
S
M
L
E
Q
L
G
L
N
K
V
I ELTSEHYLKLNDKQNQVLLNIAHLKI

VKKKTLFVI EVVIAMTYPMVILMVI LLFVIGFL ITVLGSTVL I LMI
W
LGLKRQNYLLPSQLNSEDERKSEQGSGNPNLFIAMTFLRQLI LINTSGYHNFL

NTDB id 64568 SPB RS09100 WP 076751810.1 DLGYPDSIITQLSLAELHGNILGSLENIETYLLQVNHIKKKTFEVVMYPLVLLFFLTTILLGLRQYLLPSLNEEGPL.MFLLTYF 169
NTDB id 587 KW2 RS10850 WP 042211510.1 SLSFSKNVVTQLALVEVHGNLVGTMQLVELHLKKQLKVKKKLIEVATYPVVLLVFLIGIMWGLKNYLLPQLDKGNNFATLLINHL 159
NTDB id 395 FSA28 RS09400 WP 257638827.1 SLGFSDDVVTQLALSEVHGNTQKSLLKIESYLNNLILVKKKLVEVITYPIILLIFLVVIMLGLKNYLLPQLEKG.NFATRLISNF 161
NTDB id 386 SMU RS09030 WP 255262721.1 SLGFSDDVVTQLALSEVHGNTQKSLLKIESYLNNLILVKKKLVEVITYPIILLIFLVVIMLGLKNYLLPQLERG.NFATRLISNF 161
NTDB id 430 SGO RS09415 WP 012130941.1 SLGFSDAVVTQLSLAELHGNLSLALLKIEEYLDNLAKVKKKLIEVATYPMMLLGFLVLIMIGLRNYLLPQLSSQ.NFATQLIGHL 162
NTDB id 271 KZH43 RS09260 WP 074196785.1 SLGCSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSS.NIATQIIGNL 156
NTDB id 230 SPD RS09890 WP 074196785.1 SLGCSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSS.NIATQIIGNL 156
NTDB id 196 SPR RS09425 WP 074196785.1 SLGCSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSS.NIATQIIGNL 156
NTDB id 161 SP RS10375 WP 074196785.1 SLGCSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSS.NIATQIIGNL 156
NTDB id 529 SMSK321 RS09235 WP 080550783.1 SLGFSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLSIMLGLRNYLLPQLDSS.NIATQIIGNL 156
NTDB id 501 SM12261 RS00950 WP 004238896.1 SLGFSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSS.NIATQIIGNL 156
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NTDB id 64568 SPB RS09100 WP 076751810.1 PHLLIILIVIILFVSIVVIYKWRRSSPLKLISQISRLPLIGYVIQLYMTAFYAREWGNLLDQGLELSTILSVMSKEKSLLVREIG 254
NTDB id 587 KW2 RS10850 WP 042211510.1 PLVFFSVGALIVLLTSLSIIIFKHISALTNFTFLVKVPLVSSFIRLYLTAYFSREWGNLIAQGVELRQIIELMKKQKSRIFAEVG 244
NTDB id 395 FSA28 RS09400 WP 257638827.1 PILFLLGCCFFILLVGIFTFFSRKISRLHLIGFCSHLPFVGKYLQLYLTAYYAREWGNLIGQGVEMAQIVRLMQDQKSQLFREIG 246
NTDB id 386 SMU RS09030 WP 255262721.1 PILFLLGCCFFILLVGIFTFFSRKISRLHLIGFCSHLPFAGKYLQLYLTAYYAREWGNLIGQGVEMAQIVRLMQDQKSQLFREIG 246
NTDB id 430 SGO RS09415 WP 012130941.1 PTIFLLTVLMLLGLTGAIYLVFKGQKRIPVYSFLARLPFVGSFVRIYLTAYYAREWGNMIGQGLELSQIFQIMQEQRSVLFQEIG 247
NTDB id 271 KZH43 RS09260 WP 074196785.1 PQIFLGMVGLVSVLALLALTFYKRSSKMSVFSILARLPFIGIFVQTYLTAYYAREWGNMISQGMELTQIFQMMQEQGSQLFKEVG 241
NTDB id 230 SPD RS09890 WP 074196785.1 PQIFLGMVGLVSVLALLALTFYKRSSKMSVFSILARLPFIGIFVQTYLTAYYAREWGNMISQGMELTQIFQMMQEQGSQLFKEVG 241
NTDB id 196 SPR RS09425 WP 074196785.1 PQIFLGMVGLVSVLALLALTFYKRSSKMSVFSILARLPFIGIFVQTYLTAYYAREWGNMISQGMELTQIFQMMQEQGSQLFKEVG 241
NTDB id 161 SP RS10375 WP 074196785.1 PQIFLGMVGLVSVLALLALTFYKRSSKMSVFSILARLPFIGIFVQTYLTAYYAREWGNMISQGMELTQIFQMMQEQGSQLFKEVG 241
NTDB id 529 SMSK321 RS09235 WP 080550783.1 PQIFLGMVGLVSLLTLLALTFYKRSSKMRVFSILARIPFLGIFVQTYLTAYYAREWGNMISQGMELTQIFQIMQEQGSQLFKEIG 241
NTDB id 501 SM12261 RS00950 WP 004238896.1 PQIFLGMVGFVSVGVLLALTFYKRGSKMRVFSILARIPFLGIFVQTYLTAYYAREWGNMISQGMELTQIFQIMQEQGSQLFKEIG 241
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NTDB id 64568 SPB RS09100 WP 076751810.1 IEMNSAFVEGIPFEQKVLDYPFFKNELSLIISYGQVKSKLGKELEIYSQNTWESYFRFLIQLTQLIQPIVFLAVALIIVMIYAAM 339
NTDB id 587 KW2 RS10850 WP 042211510.1 IKLDLGLKAGQNFEQAVSHFSIFLPELSLMIEYGAIKDKLGLELSVYADECWEQFFSKIDRLMQLIQPLIFIFVALMIVLLYAAM 329
NTDB id 395 FSA28 RS09400 WP 257638827.1 YDMEKALLSGQEFHQKVLDYPFFLKELSLMIEYGEVKSKLGNELEIYAEETWEHFFAKLKKATQFVQPLIFVFVAIVIVMIYAAM 331
NTDB id 386 SMU RS09030 WP 255262721.1 YDMEKALLSGQEFHQKVLDYPFFLKELSLMIEYGEVKSKLGNELEIYAEETWEHFFAKLKKATQFVQPLIFVFVAIVIVMIYAAM 331
NTDB id 430 SGO RS09415 WP 012130941.1 QDLGQALQNGQEFSDKIASYPFFKKELSLIIEYGEVKSKLGSELEIYALKTWEEFFGRVNRTMNLIQPLVFVFVALMIVLLYAAM 332
NTDB id 271 KZH43 RS09260 WP 074196785.1 QDLAQTLKNGREFSQTIGTYPFFRKELSLIIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFIFVALIIVLLYAAM 326
NTDB id 230 SPD RS09890 WP 074196785.1 QDLAQTLKNGREFSQTIGTYPFFRKELSLIIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFIFVALIIVLLYAAM 326
NTDB id 196 SPR RS09425 WP 074196785.1 QDLAQTLKNGREFSQTIGTYPFFRKELSLIIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFIFVALIIVLLYAAM 326
NTDB id 161 SP RS10375 WP 074196785.1 QDLAQTLKNGREFSQTIGTYPFFRKELSLIIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFIFVALIIVLLYAAM 326
NTDB id 529 SMSK321 RS09235 WP 080550783.1 QDLAQSLQNGREFSQTIATYPFFKKELSLIIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFIFVALIIVLLYAAM 326
NTDB id 501 SM12261 RS00950 WP 004238896.1 QDMAHALQNGQEFSQTIGTYPFFKKELSLIIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFIFVALIIVLLYAAM 326
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