
logo MNDFEKI EKAAFYENL ILLEDNSCQLR I
LETDQLHTHI

LYDAI
L I EQNSAYCLYLGAKEGANDKDQFVI EKGENI

N
Q
K
A
KLKREQLHNLTSKEEWRRASFQFVI F IKASTQTSEQRQLQAS

NTDB id 64566 SPB RS09070 WP 003103712.1 MNFEKIEKAFELILENSQLIETDLHTHIYDAIIEQNSYLLGAKGANKQVEGNIQALKELHLTKEEWRRAFQFVFIKASQTERLQA 85
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
consensus !*!!!!!*!**!*!*!*!**!!*!!!!*!!!*!!!!***!!!*!!******!***!**!*!*!!!!!!*!!!*!!!!*!***!!*

logo NHQFTPDSLIGF I LI LYMLMLETGLVTSNNKHSSQFLDLI LI E IGSGTGNLAQETI LVNNTSSKS IDYI
L
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V
M
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NTDB id 64566 SPB RS09070 WP 003103712.1 NHQFTPDSLGFILLYMMETLVSNHSFDLLEIGSGTGNLAQTILNNTSKSIDYLGIELDDLLIDLSASISEIMDSSAKFLQEDAVR 170
NTDB id 401 FSA28 RS09370 WP 002291646.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
NTDB id 392 SMU RS09000 WP 002263442.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
consensus !!!!!!!!*!!!*!!**!*!******!**!!!!!!!!!!*!!*!!*!!!!!!*!!!*!!!!!!!!!!!****!!!**!*!!!!!!

logo PQI LKVESDI
V I I SDLPVGYFYPNDDKIASQRYKQVASAKELEGHTYAHHLLMEQSLKYLKEKGEGYLAI FLAPTVNDI

LLTSPEQSDPLLKQKWLKQNYNAVQTVIML
NTDB id 64566 SPB RS09070 WP 003103712.1 PQILKVSDVIISDLPVGYYPNDDIASRYKVASKEEHTYAHHLLMEQSLKYLKEGGYAIFLAPTNILTSPQSDLLKQWLKNYAQVM 255
NTDB id 401 FSA28 RS09370 WP 002291646.1 PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
NTDB id 392 SMU RS09000 WP 002263442.1 PQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
consensus !!!!!*!!*!!!!!!!!*!!!!*!!*!!*!!*!**!!!!!!!!!!!!!!!!!**!*!!!!!!***!!!*!!*!!!*!!*!*****
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NTDB id 64566 SPB RS09070 WP 003103712.1 AVVTLPETMFGNPNNAKSIFVLGKTKNQAVETFVFPITNIQSTELIQDFMNKFKNWKLANVIS 318
NTDB id 401 FSA28 RS09370 WP 002291646.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF. 317
NTDB id 392 SMU RS09000 WP 002263442.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF. 317
consensus !!**!!!**!****!*!!!!!!*!***!**!*!!*!*!**!**!****!!**!!*!!**!!*
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