logo

NTDB id 64566 SPB RS09070 WP 003103712.
NTDB id 401 FSA28 RS09370 WP 002291646.

NTDB id 392 SMU RS09000 WP 002263442.1
consensus

logo

NTDB id 64566 SPB RS09070 WP 003103712.
NTDB id 401 FSA28 RS09370 WP 002291646.

NTDB id 392 SMU RS09000 WP 002263442.1
consensus

logo

NTDB id 64566 SPB RS09070 WP 003103712.
NTDB id 401 FSA28 RS09370 WP 002291646.

NTDB id 392 SMU RS09000 WP 002263442.1
consensus

logo

NTDB id 64566 SPB RS09070 WP 003103712.
NTDB id 401 FSA28 RS09370 WP 002291646.

NTDB id 392 SMU RS09000 WP 002263442.1
consensus

1

=

DAL R TR LA Rl e ARSRURLF AT

M FEKIEWSA WL L NEJQM ETINLHTH YDA IEQN pMALGARGA 14 ANl LB[L KEEWRR FQF FIKA Q RLQ
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS

BT ST A B o

NHQFTPDS GFI LY ENLUBSAESIID EIGSGTGNLA TI NN SKSIDY GIE DDLLIDLSASI
NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSSVHFVQEDAVR
NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSSVHFVQEDAVR

........ A

LY AL Ve QLR e ATFLAR T EQCe e Lol

PQILK\YSDVIISDLPVG YPNDIIABRYISVA KIRAHTYAHHLLMEQSLKYLKINEGNAIFLAPE] LTS)gQSHLLK[WLENEENA
PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL
PQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL

HeRlE.

SR R0 R

Al kel

AV LPEj F[§ |BUNENKSIFVL[EK]yS E'FV P T QSNE [\NyFMIUE KR WKIgEIN Vi 318
AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317

K non conserved
B similar
>507% conserved

170
170
170

255
255
255



