logo

NTDB id 64560 SPB RS07750 WP 037621210.1
NTDB id 476 HSISS4 RS06995 WP 013990225.1
NTDB id 293 STER RS06925 WP 011681416.1
NTDB id 325 STU RS16125 WP 002946410.1
consensus

logo

NTDB id 64560 SPB RS07750 WP 037621210.1
NTDB id 476 HSISS4 RS06995 WP 013990225.1
NTDB id 293 STER RS06925 WP 011681416.1
NTDB id 325 STU RS16125 WP 002946410.1
consensus

logo

NTDB id 64560 SPB RS07750 WP 037621210.1
NTDB id 476 HSISS4 RS06995 WP 013990225.1
NTDB id 293 STER RS06925 WP 011681416.1
NTDB id 325 STU RS16125 WP 002946410.1
consensus

logo

NTDB id 64560 SPB RS07750 WP 037621210.1
NTDB id 476 HSISS4 RS06995 WP 013990225.1
NTDB id 293 STER RS06925 WP 011681416.1
NTDB id 325 STU RS16125 WP 002946410.1
consensus

logo

NTDB id 64560 SPB RS07750 WP 037621210.1
NTDB id 476 HSISS4 RS06995 WP 013990225.1
NTDB id 293 STER RS06925 WP 011681416.1
NTDB id 325 STU RS16125 WP 002946410.1
consensus

logo

NTDB id 64560 SPB RS07750 WP 037621210.1
NTDB id 476 HSISS4 RS06995 WP 013990225.1
NTDB id 293 STER RS06925 WP 011681416.1
NTDB id 325 STU RS16125 WP 002946410.1
consensus

il

LR

P

DG

N ARANET

(e L

MKKYI)JARIMLRSL ST VTILTYNI TRVPIRLIF QDPNYNK \ENTIZDISKBNYINTI ER GY YY KELQSKA|3Y DK
MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKASSLDKS

MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKASSLDKS
MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKASSLDKS

I o T e R A

VITKPTKENKA YQKYVDSLG GWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW
VITKPTKENKA YQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW
VITKPTKENKA YQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW
Pl Dlskok DD P Dok Dokokokokok Dok b bk Dokok Dok Dl DD Dok Dokok Dokl DD Dok Dokok Dokt Dokoskoskoskokosk Dok DD Dk DD Do b 1D D |k

A3 TR AL Y e N T s T LSS S

Q .
SVVGSGTKHKYLLYFNQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQATKSSVVNFPTGKKISSVDIYSRTYKSPSQAD
SVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTKSSVVNFPTGK.KISSVDIYSRTYKSPSQAD

ARG A YATRREOLS VSSA DAL SF gD T LS T AL

A

BN AN

GS|SIGLPD FP LGABDIJRSYVLP ILG L{TPGEN| WIJRRYj| DLQERIDFVRFARAKGL EINEISHESYH 13K AMVig VRGIP[A
GSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGLSEQEISNKHIFKNAMVSLVSGIPA

GSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGLSEQEISNKHILKNAMVSLVSGIPA

T RO

IV WIE\GATLTET FA PGMGKMLID A NN MVVGLVFIFIQYLSI|® LLE\GDILMTI DPRIKL SKGGK|EEA%E
SIVEVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTAL IFSLLVGDILMT IDPRIKLTSKGGK/EEEY
SIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGGK/ RN
SIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGGK/EERiNe

170
170
170
170

255
254
254
254

340
338
338
338

425
423
423
423



non conserved
B similar
> 507 conserved



