logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1
216 SPD RS08205 WP 000614552.1
182 SPR RS07820 WP 000614552.1
257 KZH43 RS07655 WP 220041236.1
64546 SPB RS05495 WP 003103640.1
384 SMU RS02325 WP 002263039.1
467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1
182 SPR RS07820 WP 000614552.1
257 KZH43 RS07655 WP 220041236.1
64546 SPB RS05495 WP 003103640.1
384 SMU RS02325 WP 002263039.1
467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1
216 SPD RS08205 WP 000614552.1
182 SPR RS07820 WP 000614552.1
257 KZH43 RS07655 WP 220041236.1
64546 SPB RS05495 WP 003103640.1
384 SMU RS02325 WP 002263039.1
467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1
182 SPR RS07820 WP 000614552.1
257 KZH43 RS07655 WP 220041236.1
64546 SPB RS05495 WP 003103640.1
384 SMU RS02325 WP 002263039.1
467 HSISS4 RS06915 WP 021143821.1

consensus

IR

A

A el

L AL LR LTI AVREREA e

e

MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIGEEDGQ
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIGEEDGQ
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIGEEDGQ
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIGEEDGQ

0 S e AU R

QYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVAFAETSLTQTN

QYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVAFAETSLTQTN

QYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVAFAETSLTQTN

QYLAMEYVAGLDLKRYBKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVAFAETSLTQTN

Q LEMEYVRGBDLKR INERRP [ E LEAMBLAHF GIVHRDLKPQNILLTEDGERIKVTDFGIAVAFAETSLTQTN
K

AR L AT R

SMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQWNPLPSVIAENSSVPQALENVIIKATAKKL
SMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQWNPLPSVIAENSSVPQALENVITIKATAKKL
SMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQWPLPSVIAENSSVPQALENVIIKATAKKL

TIRNRSYSE ) s YARRAESHL ek NI RV SlehvnrBnors s %D,EEIXQ&KKKE

TNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHRKSIKNPSQAVTEETYQPQAPKKH
TNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHRKSIKNPSQAVTEETYQPQAPKKH
TNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHRKSIKNPSQAVTEETYQPQAPKKH
TNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHRKSIKNPSQAVTEETYQPQAPKKH
. SINSPIRIQARP VPIRNQTKSSV . APRITSGE]. . . . EIHDDAVNPINK TKKI\SRG

N EREAANEMAAQSLKNKTSNQDVDHKEKPK TKP[AJgK PKISS

D TX
.DANSRRAQUDPVPS AN EKAVAAPSEPTPAKQPRKKTPAKKK
EEAN * Pokosk DDk |k skok ko btk | okok ok k [N % 5k 3k 3k %k o Kk k * %k % % * 5k %k %k k % % * kokkkkk |

170
170
170
170
170
170
170

255
255
255
255
255
255
255

339
339
339
339
333
338
338



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1
216 SPD RS08205 WP 000614552.1
182 SPR RS07820 WP 000614552.1
257 KZH43 RS07655 WP 220041236.1
64546 SPB RS05495 WP 003103640.1
384 SMU RS02325 WP 002263039.1
467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1
182 SPR RS07820 WP 000614552.1
257 KZH43 RS07655 WP 220041236.1
64546 SPB RS05495 WP 003103640.1
384 SMU RS02325 WP 002263039.1
467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1
216 SPD RS08205 WP 000614552.1
182 SPR RS07820 WP 000614552.1
257 KZH43 RS07655 WP 220041236.1
64546 SPB RS05495 WP 003103640.1
384 SMU RS02325 WP 002263039.1
467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1
216 SPD RS08205 WP 000614552.1
182 SPR RS07820 WP 000614552.1
257 KZH43 RS07655 WP 220041236.1
64546 SPB RS05495 WP 003103640.1
384 SMU RS02325 WP 002263039.1
467 HSISS4 RS06915 WP 021143821.1

consensus

A B LbassteL R Tt DN e Eckretseelee BLIBID Tk

ISIGLKMERVQKIEDBINVIGA[E
QNN VEREBS TINQ TKBE GINGEKMEIZVISEVED
sk ookoskoskokok kk skosk sk ok sk sk sk sk sk ok koksk sk sk skkokok sk kskokk sk Dok | okokskkok | skokskokok ok kok Dskskskskskokoksksk |skk Dskskesk Ioc Uk 0| * 1

o ) U B T e Ay

RSP K PEKERIHPESDKK .
AP GKNKSEMP K DEK AK

I kkeskkxk | kok Doskokoskok |oskosksk  skokoskokoskk | oskokosk sk sk k ok ok * * >k >k 3k 5k % % % *

VATUBHRATTISLIY) CRISTEYSE HVPEML LE. e BESSESEECT S Ttz A

VLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIE EEESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVA
VLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIE EEESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVA

VLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIE EEESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVA
VLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIE EEESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVA

TLKV. MLKNSTYE IRSTAMGMSSSRINUAY . .DASDYSS
KFRVATPKI VT.LTV TA NR.N SSSS EYHDYNTGAKL KAKIPEJSTE.

* % % % k ***** * % ok k% * % ok kokkokkok |k | * % ok

g, QSILS CEE L1V EAN EWETTaos g RSB Lk s ek Tl

KKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSAEGMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP..

TSGG
VATA LQ

423
423
423
423
418
423
423

499
499
499
499
477
498
500

576
576
576
576
518
578
580

659
659
659
659
577
615
619



logo

HreLe
NTDB id 146 SP RS08570 WP 000614538.1 ..... 659
NTDB id 216 SPD RS08205 WP 000614552.1  ..... 659
NTDB id 182 SPR RS07820 WP 000614552.1  ..... 659
NTDB id 257 KZH43 RS07655 WP 220041236.1  ..... 659
NTDB id 64546 SPB RS05495 WP 003103640.1  ..... 577
NTDB id 384 SMU RS02325 WP 002263039.1 H 616

NTDB id 467 HSISS4 RS06915 WP 021143821.1 HTELQ 624
consensus

K non conserved
B similar
B >50% conserved



