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NTDB id 64539 SPB RS03025 WP 003104260.1 ..MIKILLVEDDLSLSNSI.FDFLDDFADVLQVFDGDEGLYEAESGVYDLILLDLMLPEKDGFQVLKELREKDIHTAVLIMTAKE 82
NTDB id 362 SMU RS05200 WP 002262214.1 ..MIKLLLVEDDLSLSNSI.FDFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGITTPVLIMTAKE 82
NTDB id 258 KZH43 RS03475 WP 000590640.1 ..MIKILLVEDDLGLSNSV.FDFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGITTPVLIMTAKE 82
NTDB id 217 SPD RS03775 WP 000590640.1 ..MIKILLVEDDLGLSNSV.FDFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGITTPVLIMTAKE 82
NTDB id 183 SPR RS03560 WP 000590640.1 ..MIKILLVEDDLGLSNSV.FDFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGITTPVLIMTAKE 82
NTDB id 147 SP RS03905 WP 000590640.1 ..MIKILLVEDDLGLSNSV.FDFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGITTPVLIMTAKE 82
NTDB id 606 V4T04 RS01910 WP 003130756.1 MTSKKILIIEDEKNLARFVSLELEHEGYATEIKDNGRSGLEEATSKDYDLILLDLMLPELDGFEVARRLRK.EKDTPIIMMTARD 84
NTDB id 374 SMU RS06885 WP 002262930.1 ..MKKILIVDDEKPISDIIKFNLAKEGYDTITAFDGREALSKYEEENPDLIILDLMLPELDGLEVAKEVRK.NSHVPIIMLSAKD 82
NTDB id 413 AAK55817.1 141..845( ) ..MKKILIVDDEKPISDIIKFNMTKEGYEVVTAFNGREALEQFEAEQPDIIILDLMLPEIDGLEVAKTIRK.TSSVPILMLSAKD 82
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NTDB id 64539 SPB RS03025 WP 003104260.1 SLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKLMD..........SSLYYKNLKVDTERNVVTVDEKEVELLGKEFEL 157
NTDB id 362 SMU RS05200 WP 002262214.1 GLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNE..........NNLTYGELTVDTATNTTMVNGKEVELLGKEFDL 157
NTDB id 258 KZH43 RS03475 WP 000590640.1 SLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNE..........NTLTYGNIVVNLSTNTVKVEDTPVELLGKEFDL 157
NTDB id 217 SPD RS03775 WP 000590640.1 SLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNE..........NTLTYGNIVVNLSTNTVKVEDTPVELLGKEFDL 157
NTDB id 183 SPR RS03560 WP 000590640.1 SLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNE..........NTLTYGNIVVNLSTNTVKVEDTPVELLGKEFDL 157
NTDB id 147 SP RS03905 WP 000590640.1 SLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNE..........NTLTYGNIVVNLSTNTVKVEDTPVELLGKEFDL 157
NTDB id 606 V4T04 RS01910 WP 003130756.1 STMDRVAGLDIGADDYITKPFAIEELLARVRAFFRREEHGHAVERAENTS......FRDLVIDKTNRTVHRGKKVIDLTRREYDL 163
NTDB id 374 SMU RS06885 WP 002262930.1 SEFDKVIGLEIGADDYVTKPFSNRELLARVKAHLRRTENIESAVAEENASGIPEIIIGDLQILPDAFVAKKRGTEVELTHREFEL 167
NTDB id 413 AAK55817.1 141..845( ) SEFDKVIGLELGADDYVTKPFSNRELQARVKALLRRSQPMPVDGQ.EADSKPQPIQIGDLEIVPDAYVAKKYGEELDLTHREFEL 166
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