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NTDB id 259 KZH43 RS03480 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENA..RADA 83
NTDB id 218 SPD RS03780 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENA..RADA 83
NTDB id 184 SPR RS03565 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENA..RADA 83
NTDB id 148 SP RS03910 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENA..RADA 83
NTDB id 64538 SPB RS03020 WP 037621127.1 .MNKIKLFFKSGSFDHFFHFFTVFTSIFVIMTFIILQIMRFGVYSTVDNSLNLVAKHSTLYADKAMEQISLFNFDNQNFNEATSR 84
NTDB id 363 SMU RS05195 WP 002262215.1 MLIKLRKQKQDENISFFSHFFAVFTGIFFVMTVIIIQVMHFGIYSSVDNSLKIATENVNDYVNMTLSHNNPIT....EAENGDAS 81
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NTDB id 259 KZH43 RS03480 WP 000491790.1 SKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAVLI 168
NTDB id 218 SPD RS03780 WP 000491790.1 SKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAVLI 168
NTDB id 184 SPR RS03565 WP 000491790.1 SKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAVLI 168
NTDB id 148 SP RS03910 WP 000491790.1 SKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAVLI 168
NTDB id 64538 SPB RS03020 WP 037621127.1 YKSSLITDPVGNTDIILYSADGTILNPFDAFSNLNYFKLNPHQLNKIVTQKKTNFYGHDEKFHTVTIKVQS.NNYPAVSYLSAVA 168
NTDB id 363 SMU RS05195 WP 002262215.1 FKVKSNGQMAANTDTILYDKKHNVINNVNAFSSLYHIRPKLKDIGDIVEQEAKNIYGQTEKYRTVTVKVNN.DFYPQIKFATIVI 165
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NTDB id 259 KZH43 RS03480 WP 000491790.1 NTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEATIMDV 253
NTDB id 218 SPD RS03780 WP 000491790.1 NTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEATIMDV 253
NTDB id 184 SPR RS03565 WP 000491790.1 NTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEATIMDV 253
NTDB id 148 SP RS03910 WP 000491790.1 NTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEATIMDV 253
NTDB id 64538 SPB RS03020 WP 037621127.1 NVDQLDRANERYENIIILVMSIFWLISIFASIYLAYWSRKPIVESFEKQKSFVENASHELRTPLAVLQNRLESLFRKPNETILEN 253
NTDB id 363 SMU RS05195 WP 002262215.1 NTTQLEEANTRYVTIIISVMIVFWLISVIASVYLAKWSQKPILENYEKQKSFVENASHELRTPLAVLQNRLESLFRKPEATILDS 250
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NTDB id 259 KZH43 RS03480 WP 000491790.1 SESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTIL 338
NTDB id 218 SPD RS03780 WP 000491790.1 SESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTIL 338
NTDB id 184 SPR RS03565 WP 000491790.1 SESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTIL 338
NTDB id 148 SP RS03910 WP 000491790.1 SESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTIL 338
NTDB id 64538 SPB RS03020 WP 037621127.1 SEAIASSLEEVRNMRILTTNLLNLARRDDGIDVKKEEIGASFFDPIFENYKLIAEENGIKFQSFNEVSYKFVTDKALLKQLITIL 338
NTDB id 363 SMU RS05195 WP 002262215.1 SESIASSLEEVRNMRMLTANLLNLARRDDGIKPEITEIQPRFFDDTFKNYEMIARENGKKLHIINKVNRQIKTDKTLLKQLMTIL 335
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NTDB id 259 KZH43 RS03480 WP 000491790.1 FDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDN 423
NTDB id 218 SPD RS03780 WP 000491790.1 FDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDN 423
NTDB id 184 SPR RS03565 WP 000491790.1 FDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDN 423
NTDB id 148 SP RS03910 WP 000491790.1 FDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDN 423
NTDB id 64538 SPB RS03020 WP 037621127.1 FDNAVKYTAENGNIVILVKTTEKSLLLRVSDNGIGISNSDKERIFDRFYRVDKARTRQIGGFGLGLALAKQIVVTLKGDITVKDN 423
NTDB id 363 SMU RS05195 WP 002262215.1 FDNAVKYTDNDGEIWLDVKTTDRSLIFSVADNGQGISDEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQITDSLKGSIIVKDK 420
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