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NTDB id 64534 SPB RS01240 WP 003104439.1 MSNHNSKNWKNIGSLILLIFVLAGSYLSKNDVISDNNPIKQIYQSVTGESDGKPFTKDNNNPDTPSKAQALTVMTSHVKNQLVGK 85
NTDB id 262 KZH43 RS08770 WP 001036779.1 ...MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKT.............NLSQKKQASEAPSQALAESVLTDAVKSQIKGS 69
NTDB id 221 SPD RS09380 WP 001036779.1 ...MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKT.............NLSQKKQASEAPSQALAESVLTDAVKSQIKGS 69
NTDB id 187 SPR RS08930 WP 001036779.1 ...MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKT.............NLSQKKQASEAPSQALAESVLTDAVKSQIKGS 69
NTDB id 152 SP RS09870 WP 001036779.1 ...MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKT.............NLSQKKQASEAPSQALAESVLTDAVKSQIKGS 69
consensus *!*!*******!**!*****!!!**!******!*!** ***********!!*!*!**!*!**!!*!**!*
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TKYTVQGGKREKTVPLTVANALLASKSATRQYQKNRNKETGNGYSTNSWKTPAPGWHQLVHKGNLLKGESYDTH
NTDB id 64534 SPB RS01240 WP 003104439.1 ITWNGAGAFIINNNKTNLNAKVSSAPYANNQIKYVQGRKVPLVANALLAKSTRQYQNRNETGNGYTNWKPAGWHQLHGLLGEYDH 170
NTDB id 262 KZH43 RS08770 WP 001036779.1 LEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTH 154
NTDB id 221 SPD RS09380 WP 001036779.1 LEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTH 154
NTDB id 187 SPR RS08930 WP 001036779.1 LEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTH 154
NTDB id 152 SP RS09870 WP 001036779.1 LEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTH 154
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NTDB id 64534 SPB RS01240 WP 003104439.1 AVDRGHLLGYAIVGGLKGFDASTSNPSNIATQLSWANQAADEDSTGQNYYETLIRHALDQNKRVRYRVTLVYEGNN.ILSKGSHL 254
NTDB id 262 KZH43 RS08770 WP 001036779.1 AVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQI 239
NTDB id 221 SPD RS09380 WP 001036779.1 AVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQI 239
NTDB id 187 SPR RS08930 WP 001036779.1 AVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQI 239
NTDB id 152 SP RS09870 WP 001036779.1 AVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQI 239
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NTDB id 64534 SPB RS01240 WP 003104439.1 EAKSDDGSLEFNVFIPNIQKGIKVNYQTGQVDIER 289
NTDB id 262 KZH43 RS08770 WP 001036779.1 EAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 EAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 EAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 EAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
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