
logo METENFTGFKRYS I LASGSSTGNSFYLETPKQKQKRI L IVDAGLSTGKKI
M
S
T
Q
SLLMAE IDRKPVDEDLVDAI L IVTHEHKSDHIHKGVGVLARKYGHLDI

VYANAQ
NTDB id 64530 SPB RS00460 WP 037619792.1 MENFGFKYSILASGSTGNSFYLETPKQKILVDAGLTGKKMTSLLAEIDRKPEDLDAILITHEHSDHIKGVGVLARKYHLDIYANQ 85
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLDVYANA 85
consensus ! !!*!!!!!!!!*!!!!!!!!! *!!*!!!!*!!!** !*!!!!!!**!*!!!!*!!!! !!!*!!!!!!!!!*!!*!!!

logo

A
NTWKQAI IMDDRGNMIGKIDSVESHQKHI FDLRDGKTVI

MTFGDIDI ESFGVSHDAAHDQPQFYRFLMKDGNKSFVI
MLTDTGYVSDRMASDGI

L I ENADGYL I
NTDB id 64530 SPB RS00460 WP 037619792.1 NTWKIIDDRNMIGKIDSEHKHIFDRDKVMTFGDIDIESFGVSHDAHDPQFYRFMKDNKSFVMLTDTGYVSDRMSGIIENADGYLI 170
NTDB id 383 SMU RS06875 WP 002262928.1 ATWQAMD..GMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLIENADGYLI 168
consensus !! *!** !!!!!! *!!!!! ! *!!!!!!!!!!!!!!!!* !!!!! !!! !!!!*!!!!!!!!!!! *!!!!!!!!!

logo ESNHDI E I LRSGGIYPWSLKQR I LSDKRGHLSNDEDGAEQATMI
VRSTLMGNAKTKKIYLGHLSKENNI

VKELAHMTMEKNAQLAMMQADLAVDGHSDFKI
V

NTDB id 64530 SPB RS00460 WP 037619792.1 ESNHDIEILRSGGYPWSLKQRILSDRGHLSNEDGAQAMIRSMGNATKKIYLGHLSKENNIKELAHMTMENQLAMADLAVGSDFKV 255
NTDB id 383 SMU RS06875 WP 002262928.1 ESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNALMQADLAVDHDFKI 253
consensus !!!!!!!!!!!! !!!!!!!!!!!!*!!!!!*!!! !*!**!! !!!!!!!!!!!!!!*!!!!!!!! ! ! !!!!! *!!!*

logo YDTSPDTALSPLATDKI
NTDB id 64530 SPB RS00460 WP 037619792.1 YDTSPDTASPLTDI 269
NTDB id 383 SMU RS06875 WP 002262928.1 YDTSPDTALPLAKI 267
consensus !!!!!!!! !! !
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